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1. OBLLEKNTUHUYECKUE UCCINEQOBAHUA KPOBMU (General Clinical Blood Tests)
WmetoTcsa orpaHnveHUs NO B3ATUIO KanunmsipHOW KPOBU. YTOUHAWTE Y agMUHUCTpaTopa
MeauumnHcKoro odmca. * BoamoxHa 3agepkka Bbigaum pesynbrtaTtoB.(Restrictions on
capillary blood sampling procedures. For more information, please contact a medical
office administrator.* Possible delay of test findings delivery.)
1.1. O6weknuHuyeckue nccnegosanus kposu (General Clinical Blood Tests)
* HeoOX0AUM 3aKa3 AONOJIHUTENbHbIX TECTOB
KnuHnyeckuii aHanms kposu: obLwui aHanma, nenkocdopmyna, CO3 (c KpoBb Kon 3
MUKPOCKOMMEN maska KpoBum Npu Hanuuum natonorndeckux casuros) (Clinical
1515 Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with 500,00
Microscopic Examination of Blood Smear if Presence of Pathologic Changes))
KnnHnaeckuin aHanms kposu: obLwun aHanma, nenkodopmyna, CO3 (c Kposb Kon no4
1555 obs3aTenbHOM «py4YHOM» MUKpockonuen maska kposu) (Clinical Blood Analysis: 550,00
General Blood Analysis, Leucocyte Formula, ESR (with Manual Microscopic
KnuHnyeckuii aHanusa kposu: obLwuin aHanma, nenkodopmyna (¢ Mmukpockonuei | Kposb Kon 3
5119 Maska KpoBM Npu HanM4mm NaToriornieckux CABUroB) 450,00
5 O6wwun aHanus kposu (OAK) (6e3 nerikoumtapHon popmynel u COJ) (General |Kposb Kon 3 250.00
Blood Analysis, without White Blood Cell (WBC) Count and ESR) '
TNevikounTapHas copmyna (auddepeHUMpPOBaHHbIN NOACHET NEVKOLUTOB, KpoBb Kon 3
nemnkouuTorpamma) ¢ MMKPOCKOTMe Ma3ska KpoBv Npyu Hanuuum
119 naTonorundeckux casuros (Leucocyte Formula (Differential White Blood Cell 250,00
Count) with Microscopic Examination of Blood Smear if Presence of Pathologic
NevikounTapHasa copmyna (auddepeHUMpPOBaHHbIN NOACHET NEVKOLUTOB, KpoBsb Kon no4
nemnkouuTorpamma) ¢ 0ba3aTensHON «pyYHOM» MUKPOCKOMUEN Ma3ka KpoBM
ol (Leucocyte Formula (Differential White Blood Cell Count) with Manual 350,00
Microscopic Examination of Blood Smear)*
150 Petukynouutsl (Reticulocytes) Kposb Kon no 5 350,00
139 COQJ (ckopocTb oceganus aputpouutos) (Erythrocyte Sedimentation Rate, Kposb Kon 3 200,00
1600 OcmoTnyeckas pesncTEHTHOCTb 3PUTPOLIMTOB Kposb MKon ao 11 1950,00
1618 OnekTpodopes remornobuHa. emornobuHonaTum Kposb MKon ao 11 3700,00
1620 G6PD aputpoumToB, aKTUBHOCTb KpoBb Kon no 11 3500,00
2. AMMYHOIEMATOJI0I' A (Immunohematology)
2.1. UmmyHoremartonorus (Immunohematology)
93 "'pynna kposu (Blood Group, ABO) Kposb Kay 3 350,00
94 Pesyc-npuHagnexHocTs (pesyc-paktop) (Rh-factor, Rh) Kposb Kay 3 350,00
15RH Rh (C, E, ¢, e) Kell-penotunmposanue (Rh C (E, c, e) Kell-Phenotyping) Kposb Kay no 5 900,00
140 AnnouMMyHHble aHTuTena, Bknovas aHturena Kk Rh-aHtureny (Anti Rh) Kposb MKon 3 650,00
MpsiMoii aHTUrNoGyNUHOBbLIN TecT, nonucneumdudHbn (MAIT, npsimas npoba |Kposb Kau no5
999 Kymbca, Direct Antiglobulin Test, DAT, Direct Coombs Test Polyspecific) 1400,00
1576 Wccneposanve TREC n KREC ans anarHocTvikm MMmyHogedmvumToB KpoBb Kon po 10 5900,00
3. OLIEHKA CBEPTbIBAIOLLEN CUCTEMbI (Assessment of Coagulation System)
3.1. OueHka cBepTbiBalowen cucrteMbl kpoBu (Assessment of Coagulation System)
AKTMBMPOBaHHOE YacTUYHOEe (NapLumanbHoe) TPoMGoNNacTMHOBOE BpeMs Mnasma Kon 3
1 (AYTB (AMTB), kechanuH-kaommHoBoe Bpewmst) (Activated Partial KpoBM 250,00
9 [MpoTpombuH (MpoTpoMbuHoBoe Bpems, MB), MHO (MexayHapogHoe Mna3wva Kon 3 350.00
HopManuaoBaHHoe oTHoleHue) (Prothrombin, Prothrombin Time, PT, KpoBu ’
1409 ®aktop VIl (aHTuremodpunbHbiv rmobynvH A) (Antihemophilic Globulin A, FVIII) |Mna3ma Kon fo 10 1400,00
®akTop IX, akTuBHOCTb, % (akTop Kprctmaca, aHturemopuneHbli baktop  |Mnasma Kon no 10
1410 «B») Factor IX, Activity,% (Christmas Factor, anti-hemophilic globulin “B”) KpoBu 950,00
AHTK-Xa akTmBHoCTb, ME/MN (F'enapuH, koHueHTpaumus, ME/mn), Anti-Xa Mnasma Kon fo 10
1412 activity, lU/ml (Heparin concentration, 1U/ml) KpoBw 2200,00
1413 daktop Bunnebpanga, aHtureH, % (Willebrand Factor, Antigen, %) Mnasma Kon no 10 2200,00




3 ®unbpuHoreH (Fibrinogen, FG) Mnasma Kon 3 300,00
4 AntuTpoMm6uH lll, % aktusHocTw (AT IIl, Antithrombin Ill, % Activity) Mnasma Kon 3 500,00
194 TpombuHosoe Bpems (TB) (Thrombin Time, TT) Mnasma Kon 3 300,00
164 D-gumep (D-Dimer) Mnasma Kon 3 1300,00
190 BonyaHo4Hbln aHTukoarynsHT (BA) (Lupus Anticoagulant, LA ) Mnasma MKon no 4 1200,00
1263 MpoteunH C, % aktmBHocTK (Protein C, % Activity) Mnasma Kon no 5 2100,00
1264 MpoTeunH S cBoboaHbI (Protein S, Free) [nasma Kon no5 2400,00
1153 MnasmwuHoreH (Plasminogen) Mnasma Kon 3 700,00
1155 MpoTpom6uHoBbIn nHaekc (MTU) Mnasma Kon 3 250,00
"emocTasuorpamma (koarynorpamma), ckpuHuHr (Coagulation, Mna3ma Kon no4
0BC103 Gemostaziogram, Screening) KpoBM 1050,00
1r'EM KomnnekcHoe ncernegoBaHe CUCTEMbI FeMocTasa C MHTepnpeTaumen Mna3ma Kon [o 6 3350,00
3remMm 3MEM emocTasunorpamma (6e3 3aknoyeHns) Mnasva Kon no4 3100,00
4. BWOXUMUYECKUE UCCIIEOOBAHUA KPOBU (Blood Chemistry Tests)
4.1. YrneBopgbl (Carbohydrates)
16 "nmiokosa (Glucose) Mnasma Kon 3 200,00
17 ®pykTosamuH (Fructosamine) CbiBopoTka |Kon 0o 6 550,00
18 I"nvknpoBaHrHbI remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB) KpoBb Kon 3 650,00
215 JNakTaT (Lactate) Nnasma Kon no5 750,00
["NoKo30-TonepaHTHLIV TECT C onpeAeneHneM roKo3bl B BEHO3HON KPOBU Mna3ma Kon 3
T HaToLlaK 1 nocne Harpysku Yyepes 2 yaca (2-Hour Oral Glucose Tolerance KpOBM 600,00
Test, OGTT, Glucose Concentration (Fasting and 2 Hours after Load), Venous
["NoKo30-TonepaHTHbIV TECT C onpeAeneHnem rmokosbl u C-nentuaa B Mna3wva Kon 3
rmrc BEHO3HOW KPOBW HaTOLLAK M Nocre Harpysku yepes 2 yaca (2-Hour Oral KpOBWU 1700,00
Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration (Fasting
"nioko3oTonepaHTHbIV TecT Npyu 6epemeHHOCTH (NepoparbHbIi Mnasma Kon 3
rTe-C rnoko3oTonepaHTHbln TecT, [ TT, O TT) Oral Glucose Tolerance Test, KpoBu 1100,00
4.2. llunuabl, NMNONPOTEUHbI, anonunonpoTeuHsl (Lipids)
* HeoOX0AUM 3aKa3 AONOJIHUTENbHbIX TECTOB
30 Tpurnuuepuabl (TI) (Triglycerides) CbiBopoTka |Kon 3 200,00
31 XonectepuH obwuii (XonectepuH) (Cholesterol Total) CobiBopotka |Kon 3 200,00
XonectepwH JIMBI (XonecTepuH nunonpoTenHoB Bbicokon nrotHocTty, JTMBI, |CeiBopoTka  [Kon 3
82 a-xonectepuH) (High-Density Lipoprotein Cholesterol, HDL Cholesterol) KpoBw 250,00
1644 XonectepuH JTMHIM (npsimoit metoa) Cholesterol LDL (direct) CbiBopotka |Kon 3 350,00
XonectepuH JIMHM (XonecTtepyH nunonpoTenHoB H13kol nnoTtHocTw, NMHIM, B{CeiBopoTtka  |[Kon 3
33 xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)* KpOBWU 200,00
XonectepuH-IINOHI (XonecTepunH NMNONpOTENHOB O4YeHb HWU3KOM NNoTHOCTK, |CeiBopoTka  [Kon 3
218 JINOHM, VLDL Cholesterol) KpoBW 450,00
1071 JNunonpotewH (a), 1N (a) (Lipoprotein (a), Lp (a)) CbiBopotka |Kon no 5 1050,00
219 Anonunonpotend A1 (AnonpotenH A1, ano A1) (Apolipoprotein A1, Apo A1) |CbiBopotka |Kon 5 700,00
220 AnonunonpoteunH B (AnonpotenH B, ano B) (Apolipoprotein B, Apo B) CbiBopoTka |Kon no 5 600,00
1512BILE XKenuHble kucnotsl (Bile Acids) CbiBopoTka |Kon no 5 2800,00
4.3. Benku n ammHokucnotbl (Proteins and Amino Acids)
* He06X0AMM 3aKa3 AONONHUTENbHbLIX TECTOB
10 AnbbymuH (Albumin) CbiBopoTka |Kon 3 250,00
28 O6wwmin 6enok (Protein Total) CbiBopoTka |Kon 3 200,00
29 Benkosble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)* CbiBopoTka |Kon no 5 350,00
M-rpagueHT, CKPpUHWHI. 3nekTpodopes CbIBOPOTKU KPOBU, MMMYHOMKcauus c|CoiBopoTka  |Kon po 15
MonMBaneHTHON aHTUCLIBOPOTKOM, KONM4ecTBeHHas oueHka M-6ernka (6e3 KpoBM
4050 TunupoBaHus) (M-Gradient, Screening. Serum Protein Electrophoresis (SPEP), 2200,00
Immunofixation with Polyvalent Antiserum, Quantification of M-Protein (without
M-rpagueHT, TunupoBaHve. AnekTpodopes CbIBOPOTKM KPOBY, CbiBopoTka |Kon fo 15
MMMYHOVMKCaLus C NaHenbio aHTUCbIBOPOTOK (pa3gensHo K IgG, IgA, IgM, KpOBM
4051 kanna, nambaa), konuyecTBeHHas oueHka M-6ernka (M-Gradient, Typing. 3500,00
Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
OnekTpodopes 6enkoB Mo4u, onpeaeneHue Tmna npotenHypum (Urine Protein |Moua Monykon. + no 13
1551 Electrophoresis) 3aksnou. 1750,00
Benok beHc-[xoHca B MOYe, CKPUHWHI C MPUMEHEeHeM MMMYHodukcauum n - |Moua Kon. + no 13
1552 KonmyecTBeHHoe onpegerneHne (Bence-Jones Protein, Urine, Immunofixation, 3akniou. 2200,00
Quantification )
Benok beHc-[>xoHca B MOYe: MIMMYHOMMKCALUS, KONMYECTBEHHOE Moua Kon. + no 13
1553 onpefeneHve, TUNMPoOBaHWe Kanna, nam6aa (Bence-Jones Protein, Urine, 3aknou. 3200,00
Electrophoresis, Immunofixation, Kappa/Lambda Typing, Quantification )
CBoboaHble nerkne Lenv MMyHornobynmHoBs kanna n nambaa ceiBopotkn ¢ |CeiBopoTka  |Kon fo 13
1539 pacuyeToM uHAekca kanna/nsméaa KpOBHU 2200.00
CBoboHble nerkme uenu MMmyHorrnobynmHoB kanna v namoéaa B mode (Urine |Moua Kon no 13
1540 immunoglobulin free light chains (FLC) kappa and lambda) 1600,00
153 "omoumctenH (Homocysteine) Mnasma Kon 3 1700,00
1689 AMUWHOKMCIOTbI B Nra3me KPoBU - CKPUHWHIOBOE uccnegosaHve 13 Mnasma 0o 9 5200,00
1690 AMUWHOKUCIOTHI B Nra3me KpoBw, 48 nokasarenemn Mnasma 0o 9 7900,00




4.4. OueHka cpyHkUMnM noyvyek (Assessment of renal function)

22 KpeatuHuH (Creatinine) CbiBopoTka |Kon 3 200,00
Kny6oukoBas cunbTpauus, pacyet no dopmyne CKD-EPI — kpeaTuHuH CbiBopoTka |Kon 3
RESUC (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation) |kposu 250,00
1525 Lincratun C (Cystatin C) CobiBopoTka |Kon no5 950,00
1526 Kny§oqkosaﬂ (*JManpaLl!Aﬂ, pacqu no cpopmyne CKD-EPI — LFI/ICTaTI/IH C CobiBopoTka |Kon no5 1000 00
(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation) |kposu ’
26 MoueswuHa (Urea) CbiBopoTka |Kon 3 200,00
27 MoueBas kucnota (Uric Acid) CbiBopoTka |Kon 3 200,00
4.5. NMurmeHTbl (Pigments)
* He06X0AMM 3aKa3 AONONHUTENbHbLIX TECTOB
13 BununpybuH obwmia (Bilirubin Total) CbiBopoTka |Kon 3 200,00
BunmpybuH npsimoit (Bunnpy6buH KoHbIOrMPOBaHHI, cBsidaHHbIN) (Direct CbiBopoTka |Kon 3
14 Bilirubin, DBIL, Conjugated Bilirubin ) KpoBwm 200,00
BunnpybuH Henpsimon (BunnpybuH HEKOHBIOTMPOBAaHHbIN, HECBSA3aHHbIN) CobiBopoTka |Kon 3
N-BINDR (Indirect Bilirubin, IB, Free Blood Bilirubin)* KpOBM 200,00
4.6. ®PepmeHThl (Enzymes)
AnaHvHamuHoTpaHcdepasa (AnAT, AJlT, rmyTamMuHO-NMPOBUHOrpagHast CobiBopoTka |Kon 3
8 TpaHcamwuHasa, ['T1T) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic|kposu 200,00
AcnaptatamuHoTpaHcdepasa (AcAT, ACT, rmyTamyHo-LLaBeneBoyKCycHas CbiBopoTka |Kon 3
9 TpaHcamuHa3sa, 'L T) (Aspartateaminotransferase, AST, Serum KpOBM 200,00
Glutamicoxaloacetic Transaminase, SGOT )
11 Anbpa-amunasa (a-amunasa, guacrasa) (Alpha-Amilase, a-Amylase) CbiBopoTka |Kon 3 250,00
12 Anba-amunasa naHkpeatudeckas (P-usodpepmeHt amunasbl) (Pancreatic a- |CoiBopoTka |Kon 3 350,00
amma-rnytamuntpaHcnentugasa (T T, rmytamuntpancnentuaasa) (Gamma- |CeiBopotka  |Kon 3
15 Glutamyl Transferase, GGT) KpoBw 200,00
KpeatuHkuHasza (KpeaTtuHdocdokuHasa, KK, KPK) (Creatine Kinase, CK, CbiBopoTka |Kon 3
19 Creatine Phosphokinase, CPK) KpoBu 300,00
KpeatuHknHasa-MB (KpeaTtuHdocdokuHasa-MB, KK-MB, KOK-MB) (Creatine  |CbiBopotka  |Kon no5
20 Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.) KpoBw 450,00
23 Jlvnasa (Tpuauunrnvueponauunrugponasa) (Lipase) CbiBopoTka |Kon 3 450,00
NakTtatperngporenasa (JIAIN, L-naktaTt, HAQ+Okcupopenykrtasa) (Lactate CbiBopoTka |Kon 3
24 Dehydrogenase, LDH) KpoBw 250,00
34 XonuHactepasa (S-lNceBpoxonuHacTepasa, xonmHactepasa Il, S-X3, CobiBopoTka |Kon no5 300.00
auunxonuHrugponasa) (Cholinesterase, Pseudocholinesterase, PCHE) KpoBw ’
36 docparasa wenoyHasa (LLIP) (Alkaline Phosphatase, ALP) CbiBopotka |Kon 3 200,00
1676 KoaHanm Q10 B kpoBu Kon 0o 8 2700,00
4.7. OueHKa coCTOsIHMUSI MHKpeTOopHOoW u cekpeTopHou -l XKKT (Assessment of
endocrine and secretory functions of gastrointestinal tract (Gl Tract))
216 "acTpuH (Gastrin) CbiBopoTka |Kon no7 850,00
294 MencuHoreH | (Pepsinogen 1) CobiBopoTka |Kon no7 600,00
295 MencuHoreH Il (Pepsinogen 1) CbiBopoTka |Kon no7 600,00
MencuHorers! | n Il ¢ pacyeTom cooTHowwenus (MencuHoreH I/MencuHoreH Il)  |CeiBopoTtka  |Kon no7
2111 (Pepsinogen I/Pepsinogen Il, PG1/PG2) KpoBM 1200,00
["actponaHenb (GastroPanel) Mna3ma Kon., no 14
FACTP KpOBHU OnucaTtensbH 4200,00
bIi popmart
CtumynsumoHHas npoba — FacTpuH-17 (cTumynupoBaHHbIv) (Gastrin-17 Mnasma Kon., po 14
978 Stimulation Test, Gastrin-17, G-17) KpOBM OnucartenbH 1450,00
bl hopmaTt
4.8. Mapkepbl meTabonuama kocTHou TkaHu (Bone Metabolism)
146 OcreokanbumH (KoctHein Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla  |CeiBopoTtka  |Kon no 3 800,00
928 25-OH ButamuH D 06wwmin (25-OH Vitamin D Total, 25(OH)D, 25- CbiBopoTka |Kon 1 2000,00
C-koHUeBble TernonenTuabl konnareHa | Tuna (6eta-CrossLaps, C- MNna3sma Kon no 4
TepMuHanbHbii Ternonentug, CT) (Carboxyterminal Cross-linking Telopeptide  |kposu
203 of Bone Collagen, Collagen Cross-linked C-Telopeptide, Beta-Cross Laps, B- 915,00
CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx
N-TepMmuHanbHbI nponentug npokonnareHa 1 obwwun (Procollagen Type 1 N- |CbiBopoTtka  |Kon 0o 3
204 terminal Propeptide, PANP, Total) KpOBM 1460,00
147 HesokevnupuanHonuH (ANKWA) B moye (Deoxypyridinolinein, DPD, Urine) Moua Kon no 3 1320,00
4.9. AHTnokcuaaHTHbIN cratyc (Total Antioxidant Status, TAS)
4.10. Butramunsbl (Vitamins)
117 ButamuH B12 (unaHokobanamuH, kobanamuH) (Cobalamin) CbiBopoTka |Kon 3 720,00
118 donuvesas kucnota (Folic Acid) CoiBopoTka |Kon 3 650,00
928 25-OH ButamuH D o6wmn (25-OH Vitamin D Total, 25(0H)D, 25- CoiBopoTka |Kon 3 2000,00




1317HCK AKTUBHBIV BUTaMuH B12 (FonotpaHckobanamuH, Active-B12, CbiBopoTka |Kon no 4 700,00
877 Butamud K1 B cbiBopoTke (cpounnoxuHoH) (Vitamin K1, Phylloquinone, Serum) |CbiBopotka [Kon no 8 2200,00
931 ButamuH A B cbiBopoTKe (peTtuHon) (Vitamin A, Retinol, Serum) CbiBopoTka |Kon no 8 2200,00
932 ButamuH E B cbiBopoTKe (anbga-tokodepon) (Vitamin E, alpha-Tocopherol, |CbiBopotka |[Kon no 8 2200,00
1581 Owmera-3 nHgekc (Omega-3 Index) Kposb Kon no 8 4200,00

XKupHble kucnotbl, npodunk: omera-3,-6,-9, nnasma (Fatty acids panel, omega{lnasma Kon no 8
1587 3, -6, -9, plasma) KpoBw 8200,00
1604 ButamuH B1 (TnvamuH) [nasma Kon no 8 2200,00
1609 ButamuH B2 (pubodnasuH) [nasma Kon no 8 2200,00
1610 ButamuH B3 (HUKoTuHamug) [nasma Kon no 8 2200,00
1608 ButamuH B5 (naHToTeHoBas kucnota) Mnasma Kon no 8 2200,00
1605 ButamuH B6 (nnpupokcanbdocdar) Mna3ma Kon no 8 2200,00
1611 ButamuH B7, H (6uoTuH) Mnasma Kon no 8 2200,00
1606 ButamuH C (ackopbuHoBas KucrnoTa) [nasma Kon no 8 2200,00
1614 PeTtvHun nansmutat CbiBopoTka |Kon 0o 8 2200,00
1615 BeTta-kapoTuH CobiBopoTka |Kon 0o 8 2200,00
1603 1,25-gurnppokcmButamud D3 (1,25-dihydroxivitamin D3) CbiBopoTka |Kon 0o 8 2300,00
1616 Buramun 25(0OH)D2 n 25(0H)D3, pasgensHoe onpegenenve (BOXX - CbiBopoTka |Kon 0o 8 4300,00

1827HCK Kvpo- 1 BogopactBopuUMble BUTAMUHbI Nnasma Kon 0o 8 18500,00
1828 XKupopacTtBoprMble BUTAMUHbI CbiBopoTka |Kon no 8 7000,00

1829HCK BopopactBopuMble BUTaMUHbI Nnasma Kon 0o 8 13500,00

1830HCK HelpoTponHble BUTaMUHbI Nnasma Kon 0o 8 4200,00

OBC156 ButamuH [] u MyHepanbHbIn obmeH CbIBOpOTKa no 4 2600,00

4.11. Heopranuyeckue BelyectBa (Inorganic Matters)

* He06X0AMM 3aKa3 AONONHUTENbHbLIX TECTOB
39 Kanui/Hatpwin/Xnop B ceiBopoTke kposw (K+/Potassium, Na+/Sodium, Cl- CbiBopoTka |Kon 3 350,00
37 Kanbuun obwun (Ca) (Calcium Total) CbiBopoTka |Kon 3 200,00
165N Kanbuwi nonusunposaHHbiv (Ca2+, cBoboaHbIv kanbumit) (lonized Calcium, CbiBopoTka |Kon no 4 450,00
40 Marnui (Mg) B ceiBopoTke KpoBu (Magnesium (Mg), Serum) CbiBopotka |Kon 3 250,00
41 ®occpop Heoprannyeckmii (P) (Phosphorus (P)) CbiBopoTka |Kon 3 200,00
48 Xeneso (Fe) B cbiBOpoTKe KpoBu (Iron (Fe), Serum) CbiBopoTka |Kon 3 200,00
NaTeHTHas (HeHacbILLEHHas) )ene3ocBs3biBaloLLas CNoCoBHOCTL CbiBOpoTKM |ChbiBopoTka  |Kon 3
49 kpoBu (JDKCC, HXCC) (Unsaturated Iron Binding Capacity, UIBC) KpOBM 250,00
155 O_6u._laﬂ KenesoceasblBaloLan crnocobHocTb cbiBopoTkM (OXKCC) (Total Iron  |CeiBopoTka  |Kon 3 200.00
Binding Capacity, TIBC)* KpoBM '
4.12. Cneuundmyeckue 6enkm (Specific proteins)
42 Antuctpentonmant-O (ACI-O, ACIO) (Antistreptolysin-O, ASO) CbiBopotka |Kon 3 500,00
43 C-peakTunBHbii 6enok (CPB) (C-Reactive Protein, CRP) CbiBopotka |Kon 3 400,00
1643 BbicokouyBCTBUTENBHBIN C-peakTuBHbI 6enok (kapamo) CbiBopotka |Kon 3 750,00
44 PesmatongHbiii aktop (P®) (Rheumatoid Factor, RF) CbiBopotka |Kon 3 600,00
840 Llepynonnasmun (Ceruloplasmin) CbiBopoTka |Kon no 5 800,00
841 "anTtorno6buH (Haptoglobin) CbiBopoTka |Kon no 5 800,00
1210 Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, a2-Macroglobulin, A2M) CbiBopoTka |Kon no 5 750,00
Anbda-1-aHtutpuncuH (A1AT), koHueHTpaums (Alpha-1-Antitrypsin, A1AT, CbiBopoTka |Kon o 14
1200A1AT AAT(,bConcentraFt)ion) ( ) Hernpan (A " Kposmp g 1500,00
Anbda-1-aHtutpuncuH (A1AT), dpeHotunmposanwue (Alpha-1-Antitrypsin, A1AT, |KpoBb Kay no 20
832A1A AAT, Phenotyping) 2750,00
50 TpaHxcceppuH (Cugepodunui) (Transferrin) CbiBopoTka |Kon 3 750,00
51 ®epputuH (Ferritin) CbiBopoTka |Kon 3 650,00
21 Mworno6uH (Myoglobin) CbiBopoTka |Kon no 5 650,00
HaTtpuiypeTtundeckoro ropmoHa (B-tuna) N-koHuesou nponentug (NT-proBNP, |CeiBopoTtka  |Kon no5
1631 N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide) KpoBM 2800,00
157 TponoHuH-I (Troponin-I) CbiBopoTka |Kon no5 750,00
838 Kapborungpat-gecduuutHein TpaHcgeppuH (Carbohydrate-Deficient Trancferrin, |CbiBopotka  [Kon no7 2900,00
Kap6orugpaT -0eduLmnTHbIN TpaHceppuH ¢ anekTpodoperpaMmmMmon CobiBopoTka |Kon no7
839 (Carbohydrate-Deficient Transferrin with results on an electrophoregram KpoBM 3100,00
1566 encuaunH 25 (6rnoakTueHbin) (Hepcidin 25, bioactive) CbiBopoTka |Kon fo 10 7700,00
1595STFR |PactBopumMble peuentopsl TpaHcdeppuHa (pTPP, Soluble Transferrin CbiBopoTka |Kon fo 12 2100,00
1700 MpokanbunToHuH (Procalcitonin) CbiBopoTka |Kon 3 2000,00
4.13. OHkomapkepbl (Tumor Markers)
* He06X0AMM 3aKa3 AONONHUTENbHbLIX TECTOB
MCA obwwmii (MpocTtaTndeckuin cneumdmryeckuin aHTureH obmin) (Prostate- CbiBopoTka |Kon 3
103 Specific Antigen Total, PSA Total) KpoBw 600,00
OBC69 OHKOPUCK MYXCKOW: NpeacTaTtenbHas xenesa (Male oncologic risk: prostate) |CeiBopoTka |Kon 3 1200,00
2113 OueHka 3g0opoBbsi npocTaTthl (MCA o6w., MNCA cB., -2proPSA, phi) CbiBopoTka |Kon 0o 6 3850,00
171 KanbuntoHuH (Calcitonin) CbiBopoTka |Kon no5 1000,00
92 Anbda-petonpoTeunH (API) (a-Fetoprotein, AFP) CbiBopoTka |Kon 3 500,00
PakoBo-am6puroHanbHbIin aHTureH (POA, kapunHoambpuoHanbHbii aHTureH)  |CbiBopoTtka  |Kon 3
141 (Carcinoembryonic Antigen, CEA) KpoBu 650,00
142 CA-15-3 (YrneBogHbivi aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer |CeiBopotka |Kon 3 800.00
Antigen CA-15-3) KpoBw ’




CA-72-4 (YrneBogHbIvi aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer |CbiBopoTka |Kon nob5
166 Antigen CA-72-4) KpoBM 1100,00
144 CA-19-9 (YrnesogHbivi aHTureH 19-9) (Carbohydrate Antigen CA-19-9, Cancer |CoiBopotka |Kon 3 800,00
LinTokepatmHoBbivi pparmeHT (Cyfra 21-1, doparmeHT untokepatmHa 19) CobiBopoTka |Kon o5
167 (Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble KpoBU 1100,00
CA-125 (YrneBogHbIn aHTureH 125) (Carbohydrate Antigen CA-125, Cancer  |CbiBopotka |Kon 3
143 Antigen CA-125) KpoBu 700,00
141/43 CA 125 + PakoB0-aMOpuoHasbHbIi aHTUreH CobiBopoTka |Kon 3 1300,00
1281 HE4 (benok 4 snuguanmuca venoseka) (Human Epididymis Protein 4, HE4)  |CbiBopoTka |Kon 3 1400,00
OueHka pucka paka sndHmkoB no anroputmy ROMA (Risk of Ovarian CbiBopoTka |Kon 3
ROMA1 Malignancy Algorithm, anroputm pacdeTa pucka anuTenmanbHOro paka KpOBM 2100,00
SAWYHKKOB) (ANs >XeHWwwmH Ao meHonaysbl) (Risk of Ovarian Malignancy
OueHka pucka paka amdHukos no anroputmy ROMA (Risk of Ovarian CbiBopoTka |Kon 3
ROMA2 Malignancy Algorithm, anroputm pacdeTa pucka anuTenuanbHOro paka KpOBWU 2100,00
SIMYHMKOB) (N5 XeHLmH nocrne MeHonays3bl) (Risk of Ovarian Malignancy
CA-242 (YrneBogHbI aHTUreH 242, onyxonesbii mapkep CA-242) CbiBopoTka |Kon no 9
1280 (Carbohydrate Antigen CA-242, Tumor Marker CA-242) kpoBM 1200,00
Beta-2-mukpornobynuH (B-2-MukpornobynuH) B CbiBOpoTKe KpoBu (Beta-2- CbiBopoTka |Kon no5
208 Microglobulin, BMG, Serum ) KpoBM 1100,00
209 HempoHcneumndunyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) CbiBopoTka |Kon 0o 5 1600,00
946 XpomorpanuH A (Chromogranin A, CgA) CbiBopoTka |Kon 0o 8 4500,00
1198 Benok S100 (S100 Protein) CbiBopoTka |Kon no5 2900,00
SCC (AHTUreH nNnockokneTo4Hon kapumHoMsbl) (Squamous Cell Carcinoma CbiBopoTka |Kon no9
1296 Antigen, SCCA, SCCAQ) KpoBM 2350,00
M-rpagueHT, CKpUHWHT. OnekTpodopes CbIBOPOTKM KpoBU, MMMyHOdMKcaums ¢|CoiBopotka  |Kon fo 15
NnonMBaneHTHOM aHTUCbIBOPOTKOMN, KONMYecTBeHHas oueHka M-6ernka (6e3 KpoBw
4050 TunupoBanus) (M-Gradient, Screening. Serum Protein Electrophoresis (SPEP), 2200,00
Immunofixation with Polyvalent Antiserum, Quantification of M-Protein (without
M-rpagueHT, TunnupoBaHue. AnekTpocdopes CbIBOPOTKM KPOBMU, CbiBopoTka |Kon no 15
MMMYHOMUKCALMS C NaHernbio aHTUCLIBOPOTOK (pasaensHo k IgG, IgA, IgM, KpoBu
4051 kanna, nambaa), konuyecTBeHHas oueHka M-6ernka (M-Gradient, Typing. 3200,00
Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
104 MCA cBobogHbin (MpocTaTuyeckuii cneunuyYeckuii aHTUreH CBo0oaHbIN)* CobiBopotka |Kon 3 600,00
7650 MonekynsipHo-reHeTM4eckas AMarHocTuka paka npeacTaTesnibHON xenesbl Moua MKon+Kay no 11 5600,00
5. OLJEHKA ®YHKLUWUW 9HOOKPUHHOW CUCTEMbI (Assessment of endocrine system
5.1. OueHka dyHkumm runodu3sa (Assessment of Pituitary Function)
* Heo6Xx04MM 3aKa3 AONOJNIHUTENbHbLIX TECTOB
100 AOpeHOKOPTUKOTPONHBI ropMoH (AKTT, kopTukoTponuH) (Adrenocorticotropic |Mnasma Kon no 5 200.00
Hormone, ACTH) KpoBM '
56 TupeoTponHbIi ropMoH (TTI, TpoTponuH) (Thyroid Stimulating Hormone, CbiBopoTka |Kon 5 400,00
99 ComatoTponHbIi ropMoH (comatoTtponuH, CTI) (Growth Hormone, GH) CbiBopoTka |Kon 5 600,00
ComatomeauH C (MHcynuHonogo6Hbin dhaktop 1) (Somatomedin C, Insulin-  |CeiBopoTka  |Kon no7
174 like Growth Factor 1, IGF-1) KpoBu 1000,00
59 donnukynoctumynnpytomii ropmon (®CrIY) (Follicle Stimulating Hormone, CobiBopoTka |Kon 3 500,00
60 JrotenHusnpytowmin ropmoH (J1I) (Luteinizing Hormone, LH) CbiBopoTka |Kon 3 500,00
61 MponakTuH (Prolactin) CbiBopoTka |Kon 3 500,00
1645 MenatoHuH, nnasma (Melatonin, plasma) Mnasva Kon no 8 4045,00
5.2. OueHka cpyHkuumn wmutoBugHom xenesbl (Assessment of Thyroid Function)
56 TupeoTponHbIvi ropMoH (TTT, TpoTponuH) (Thyroid Stimulating Hormone, CbiBopoTka |Kon 3 400,00
54 TvipokcuH o6wmi (T4 obLmi, TeTpaoaTnpoHuH obwwui) (Total Thyroxine, TT4)|CeiBopoTka |Kon 3 400,00
55 TupokcuH cBoboaHbIV (T4 cBoboaHbIV) (Free Thyroxine, FT4) CbiBopoTka |Kon 3 400,00
52 TpuitoaTMPOHUH 0bwwmni (T3 obwwuin) (Total Triiodthyronine, TT3) CbiBopoTka |Kon 3 400,00
53 TpwitoaTMpoHnH cBobogHbIN (T3 cBoboaHbIN) (Free Triiodthyronine, FT3) CbiBopoTka |Kon 3 400,00
1612 TpuioaTpoHnH peeepcuBHbIn (T3 peBepcuBHbIn, Reverse Triiodthyronine). CbiBopoTka |Kon no 8 6900,00
TWPOKCMHCBA3bIBaKOLWAs CNoCoBHOCTL (NOrnoLeHre TMpeouaHbIX ropmoHoB;  |CeiBopoTka  [Kon [o 6
196 MHOEKC CBA3bIBaHWS TUPOKCUHA; UHAEKC cBoboaHoro TupokcuHa) (Thyroid KpoBM 700,00
Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC, Thyroxine-Binding Index,
197 TupeornobynuH (TT) (Thyroglobulin, TG) CbiBopoTka |Kon 3 650,00
AnTuTena k TupeornobynuHy (AT-TI) (Anti-Thyroglobulin Autoantibodies, CbiBopoTka |Kon 3
57 Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) KpoBM 500,00
AHTUTENa K TpeonaHon nepokcuaase (AT-TMO, mvkpocomanbHble aHtutena) |CoiBopoTka  [Kon 3
58 (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO KpOBHU 500,00
Antibodies, TPOAb, Anti-TPO)
AHTMTENA K MUKpOCOManbHoOW cppakumm TupeoumtoB (AT k mukpocomansHomy |CeiBopoTka  |MKon po 10
198 aHTureny tupeouutos, AT-MATT, AMAT, TpeonaHble aHTUMUKPOCOMarbHble  |KPOBU 600,00
antutena) (Anti-Thyroid Microsomal Antibodies)
AHTtutena k peuentopam TTI (AT k peuentopam TMpeoTponHoro ropmMoHa B |CbiBopoTka  [Kon 0o 8
199 cbiBopoTke kpoBu, AT-pTTIM) (Thyroid-Stimulating Hormone Receptor KpoBu 1550,00

Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor




5.3. OueHka

cyHKLMM Kopbl Hagnovye4yHukoB (Assessment of adrenocortical function)

65 KopTtuson (M'mapokopTnaoH) (Cortisol, Hydrocortisone) CbiBopoTka |Kon 3 500,00
178 CBoboaHbIV kopTi3on, cytouHas moua (Free Cortisol, Free Hydrocortisone, Moua Kon no 5 800,00
1508 KopTtuson, crtoHa (Cortisol, Saliva) CroHa Kon no 5 750,00
205 AnbpoctepoH (Aldosterone) CbiBopoTka |Kon no 5 900,00
206 PeHnH (PeHnH nna3mbl kposu, npsimoe onpegenerue) (Direct Renin, Plasma) |lMnasma Kon no 5 950,00

1302ARR AnbpocTepoH-peHnHoBoe cooTHoleHne (Aldosterone-Renin Ratio, ARR) Mnasma Kon no7 2100,00
1301 MperHeHonoH (Pregnenolone) CbiBopoTka |Kon no 8 2800,00
5.4. OueHka aHgporeHHoro crtatyca (Assessment of Androgen Status)

64 TecTocTepoH (Testosterone) CbiBopoTka |Kon 3 450,00
169 CBoboaHbIV TecTocTepoH (Free Testosterone) CbiBopoTka |Kon fo 10 950,00
168 HurngpotectoctepoH (AIT) (Dihydrotestosterone, DHT) CbiBopoTka |Kon no 8 1500,00
195 AnpgpocTteHauoH (Androstenedione) CobiBopoTka |Kon no5 1100,00

AnpgpocTteHauon rmokypoHng (AHgpocTanamon riokypoHua) (Androstanediol  |CeiBopoTtka  |Kon no 6

170 Glucuronide, 3a-Androstanediol Glucuronid, 3a-diol G) KpoBwm 1300,00
101 HernppoanvanapoctepoH-cynbdar (A3A-S04, Dehydroepiandrosterone CobiBopoTka |Kon no7 500,00
1602 [ernppoanvaHapocTepoH (HEKOHBIOTMPOBaHHbIN) CbiBopoTka |Kon 0o 8 1800,00
156 17-keTocTepouanbl (17-KC) B moye (17-Ketosteroids, Urine) Moua Kon 0o 9 1950,00
154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) CbiBopoTka |Kon no 10 550,00

"moBynuH, cesi3biBatoLLmMiA MonoBble ropmoHbl (FCIMIM) (Sex Hormone-Binding  |CbiBopoTtka  |Kon no 11
149 Globulin, SHBG) KpOBM 500,00
1577 CrepounaHbi npodusb B critoHe (TecTtocTepoH, [lernapoanMaHapocTepoH, CroHa [o 12 5900.00
AHpgpocTeHanoH, KopTtuson, KopTraoH, 3ctpaavon, MporectepoH, 17-OH- '
5.5. 3cTtporeHbl u nporectuHbl (Estrogens and Progestins)
62 Octpagwuon (32) (Estradiol, E2) CbiBopoTka |Kon 3 450,00
63 MporectepoH (Progesterone) CbiBopoTka |Kon 3 500,00
MeTtabonuTbl acTporeHoB 1 NporectepoHa, 24-4 moya (Estrogens and Moua Kon 0o 8
1 progesterone metabolites, 24-h urine) 7500,00
5.6. HectepougHbie perynatopHble akTopbl nonosBbix xene3 (Nonsteroidal Gonadal
AHTuMionnepos ropMmoH (AMIT) (Anti-Mullerian Hormone, AMH, Mullerian CbiBopoTka |Kon no4
1144 Inhibiting Substance, MIS) KpoBM 1750,00
1145 WHrm6un B (Inhibin B) CbiBopoTka |Kon 0o 9 1500,00
1158 TpodobnacTtuyeckuin 6eta-1-rnvkonpoteunH (TBI) (Trophoblastic beta-1- CbiBopoTka |Kon no 4 600,00
5.7. MOHUTOpPUHI 6epeMeHHOCTH, BUOXUMMYECKMe MapKepbl COCTOSIHUSA NnoAa
(Monitoring of Pregnancy, Biochemical Markers of Fetal Status)
XOpUVOHNYECKNI roHaaoTPONUH Yenoseka (XMY, 6eta-XM4, B-XrY) (Human CbiBopoTka |Kon 3
66 Chorionic Gonadotropin, HCG) KpoBM 450,00
CBob6oaHbIf B-XIMY (cBoboaHas B-cybbeanHuLa XOpUOHNYECKOro CbiBopoTka |Kon no5
189 roHagoTponuHa venoseka) (Free Human Chorionic Gonadotropin, Free HCG) |kpoBu 650,00
MnaueHTapHbIV NakToreH (XoproHuyeckun comatomammoTponuH) (Placental  |CeiBopotka  |Kon no 11
207 Lactogen, PL, Human Placental Lactogen, hPL, Chorionic KpoBM 750,00
Somatomammotropin, CS, Human Chorionic Somatomammotropin, hCS)
AccounmpoBaHHbIi ¢ 6epeMeHHOCTBI0 NpoTenH-A nnasmel (Pregnancy- CbiBopoTka |Kon nob5

161 Associated Plasma Protein-A, PAPP-A) KpoBM 750,00
134 CBobogHhIn actpuon (Estriol Free, E3) CobiBopoTka |Kon no 6 500,00

92 Anbda-petonpoteunH (API) (a-Fetoprotein, AFP) CbiBopoTka |Kon 3 500,00

MpeHaTanbHbIN cKpUHKHT Tpucomuia: | TpumecTp (PRISCA-1) (Maternal CobiBopoTka |Kon nob5
PRS1 Screen, First Trimester; Prenatal Screening |; PRISCA | (Prenatal Risk KpoBM 1700,00
MpeHaTanbHbIn ckpuHUHT Tpucomuii: Il TpumecTp (PRISCA-2) (Maternal CbiBopoTka |Kon nob5
PRS2 Screen, Second Trimester; Prenatal Screening Il; PRISCA Il (Prenatal Risk KpoBM 1800,00
1634 MnaueHTapHbIvi dakTop pocTa (PLGF) CbiBopoTka |Kon [o 6 4800,00
1648 PacTtBopumas fms-nogo6Has TvpoavHkmHasa-1 (sFlt-1) CbiBopoTka |Kon [o 6 3800,00
1649 Mapkepbl pucka npeaknamncum: sFlt-1, PIGF, cooTHowweHne sFIt-1/PIGF CbiBopoTka |Kon [o 6 6700,00
5.8. OueHka 3HAOKPUHHOM PYHKLUWN NoaxKenyao4Hou xenesbl (Assessment of
Pancreatic Endocrine Function)

172 MHeynuH (Insulin) CbiBopotka |Kon 3 650,00
173 MpounHcynuH (Proinsulin) CbiBopoTka |Kon fo 10 1150,00
148 C-nentug (C-Peptide) CbiBopotka |Kon no4 600,00

OueHKa MHCYNMHOPE3UCTEHTHOCTM: FMI0KO3a (HaToLwak), MHCYNuH (Hatowak), |Mna3ma Kon 3

11HOMA pacyet nHgekca HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, KpoBM; 950,00
Homeostasis Model Assessment of Insulin Resistance, HOMA-IR) CbiBOpOTKa

5.9. BuoreHHble amuHbI (Biogenic Amines, BA)
KaTexonamuHbl (agpeHanvH, HopagpeHanuH, 4oaMuH) B nna3Me KpoBu — Mnasma Kon 0o 8

KATEMN KATEN (Catecholamines: Epinephrine/Adrenaline, KpOBWU 2450,00

Norepinephrine/Noradrenaline, Dopamine, Plasma)




KaTexonamuHbl (agpeHanuH, HopagpeHanvH, goamuH) B Move Moua Kon no 8
151 (Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, 2200,00
MeTabonuTbl KaTexonamyHOB U CEPOTOHMHA, CyTOYHasi Mova: Mova Kon no7
BaHWnunMuHganesas kucrnota (BMK), romoBaHunuHoBas kucnota (MBK), 5-
950 rmapokcumHaonykcycHas kucnota (5-F'MYK)(Catecholamines and Serotonin 2500,00
Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid,
MeTaHedpuHbl paKLMOHMPOBaHHLIE (CBOGOAHBLIE U KOHBIOTMPOBaHHbIE), 24- |Moua Kon no 8
1166 yacoBasi Mmoya (Metanephrines fractionated, free and conjugated , 24-h urine) 2450,00
152 KaTexonamuHbl (agpeHanvH, HopagpeHanvH, 4odaMuH) B Moye Moua Kon no 8 2200.00
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, ’
1270 'vctamuH B nnasme kposu (Histamine, Plasma) Mnasma Kon no7 2800,00
993 CepoToHWH B CbiBOpPOTKE KpoBM (Serotonin, Serum) CbiBopoTka |Kon no7 2200,00
1159 HecdpuHbl B nnasme Kposwu Mnasma Kon fo 10 2300,00
MeTaHedpuHbl hpaKLMOHMPOBaHHbIE, pa3oBasi Moya (cBoboaHble + Moua Kon no 8
1674 KoHbtormposaHHble) (Metanephrines fractionated, free + conjugated, random 2400,00
5.10. Kanbuun-perynupytowme ropmoHsl (Calcium-regulating hormones)
171 KanbuntoHuH (Calcitonin) CobiBopoTka |Kon no7 1000,00
102 MapaTtupeonaHbivi ropmoH (MapatropmoH, napatvpui, MTI) (Parathyroid CbiBopoTka |Kon [o 6 750,00
5.11. F'opMoHbI XxnpoBown TkaHu (Adipose Tissue Hormones)
175 |J'Ier|TMH (Leptin) CobiBopoTka |Kon 0o 8 1050,00
5.12. Perynsauus aputpono3asa (Regulation of Erythropoiesis)
222 ISpMTponoaTMH (Erythropoetin) CbiBopoTka |Kon [o 6 1250,00
5.13. OueHka pucka pa3BUTUA 3aboneBaHU cepaevyHO-COCYANCTON CUCTEMDI
(Cardiovascular Disease Risk Assessment)
1677 I,ElmmeTMnaprMHMH aCUMMETPUYHBIV B KPOBU Mnasma Kon no 8 4850,00
6. MUKPOJJEMEHTbI (Microelements)
*CTOMMOCTb yKa3aHa Ans npoBeAeHUsA uccnegosaHus ogHoro M3 ¢
npo6onoAroToBKOM/CTOMMOCTb NPOBEAEHUS NCCIIeA0BaHUA KaXA0ro AONONHUTENLHOro
M3 u3 Toro xe obpasua 6uomartepuana. lo6aBuTb nN601 MO MOXHO TONLKO B A€Hb
caayum buomarepuana!l * NMpoBoauTb uccnegoBaHua Horten Ha MO pekomeHayeTcsA
TONbKO B Criy4ae HEBO3MOXHOCTU CAATb Ha aHanu3 Bosochl. ATO anbTepHaTUBHbLIN
Boriocam 6uomatepuan Ansi uccriefoBaHus peTpocnekTMBHoro o6meHa M3 B
opraHusme. OQHaKo HOrTU cuMuTaroTcsa 6onee 3arpA3HEHHbIMU M3 nssHe. 1o
6.1. MukpoanemeHTbl B KPOBU (CbIBOPOTKA KPOBM, LiefibHas KpoBb) (Microelements,
Serum, Venous Blood)
OCHOBHbIe acCeHLMarnbHble ()KU3HEHHO HeO6X0AMMbIE) MUKPOINEMEHTbI B CbiBopoTka |Kon [o9
Mo1 cbiBopoTKe KpoBu (Essential Vital Elements, Essential Trace Elements, Serum) |kposu 1700,00
TOKCWYHbIE MUKPO3NEMEHTHI (TsKernble MeTanmbl) B BEHO3HOW KpoBu (Toxic KpoBb Kon no 9
M32 Trace Elements, Toxic Heavy Metals, Venous Blood) 1700,00
MuKpoaneMeHTbl B CbIBOPOTKE KPOBUW M BEHO3HOM KPOBW: CKpUHUHT (Trace KpoBb; Kon no9
M33 Elements, Serum, Venous Blood: Screening) CbIBOpOTKa 3700,00
874 Kagmuin (Cd) B cbiBopoTke kposu (Cadmium (Cd), Serum ) CobiBopoTka |Kon 0o 9 1100/400*
863 KobanbT (Co) B chiBOpOTKE KpoBu (Cobalt (Co), Serum) CobiBopotka |Kon no 9 1100/400*
888 Megp (Cu) B cbiBopoTKe kpoBu (Copper (Cu), Serum ) CobiBopoTka |Kon no 9 1100/400*
892 Maprareu (Mn) B cbiBopoTke kposu (Manganese (Mn), Serum) CbiBopoTka |Kon 8o 9 1100/400*
869 CeneH (Se) B cbiBOpOTKe KpoBM (Selenium (Se), Serum) CbiBopoTka |Kon 8o 9 1100/400*
868 LinHk (Zn) B cbiBOpOTKE KpoBw (Zinc (Zn), Serum) CbiBopoTka |Kon 8o 9 1100/400*
893 Hukenb (Ni) B coiBopoTke kposwu (Nickel (Ni), Serum) CbiBopoTka |Kon 8o 9 1100/400*
1111 3onoto (Au) B ceiBopoTKe KpoBu (Gold (Au), Serum) CbiBopoTka |Kon 8o 9 1100/400*
873 MonnbaeH (Mo) B cbiBopoTke kposu (Molybdenum (Mo), Serum) CbiBopoTka |Kon 8o 9 1100/400*
1118 Tannui (T1) B ceiBOpoTke Kposm (Thallium (T1), Serum) CbiBopoTka |Kon 8o 9 1100/400*
883 Mbiwbsk (As) B cbiBopoTke kpoBu (Arsenic (As), Serum) CbiBopoTka |Kon 8o 9 1100/400*
1491 Wog B cuiBopoTke (lodine, serum) CbiBopoTka |Kon 8o 9 1100/400*
814 Jlntui (Li) B cbiBopoTke kposw (Lithium (Li), serum) CbiBopoTka |Kon no7 1300,00
1112 Kagmuin (Cd) B BeHo3HoM Kposm (Cadmium (Cd), Blood) KpoBsb Kon 0o 9 1100/400*
1113 KobanbT (Co) B BeHo3How kposu (Cobalt (Co), Blood) KpoBsb Kon 0o 9 1100/400*
1114 Megp (Cu) B BeHo3How kposw (Copper (Cu), Blood) KpoBb Kon 0o 9 1100/400*
1115 Mapraxeu (Mn) B BeHo3Hom kposu (Manganese (Mn), Blood) KpoBb Kon 0o 9 1100/400*
1116 Hukenb (Ni) B BeHo3How kposw (Nickel (Ni), Blood) KpoBsb Kon 0o 9 1100/400*
1117 CeneH (Se) B BeHo3HoW kposw (Selenium (Se), Blood) KpoBb Kon 0o 9 1100/400*
1119 LinHk (Zn) B BeHO3HOM KpoBM (Zinc (Zn), Blood) KpoBb Kon 0o 9 1100/400*
878 CsuHel (Pb) B BeHo3How kposwu (Lead (Pb), Blood) KpoBb Kon 0o 9 1100/400*
1141 PT1ytb (Hg) B BEHO3HoW kposw (Mercury (Hg), Blood) KpoBsb Kon 0o 9 1100/400*
6.2. MukpoanemeHTbl B Mmo4e (Microelements, Urine)
3cceHumanbHble ()KU3HEHHO HeobX0AMMbIE) M TOKCUYHbIE MUKPO3aneMeHThl B |Moya Kon [o 9
M34 moue (Essential Vital Elements, Toxic Trace Elements, Urine) 3500.00




1040 Kagmun (Cd) B moye (Cadmium (Cd), Urine) Moua Kon no 9 1100/400*
1034 KobanbT (Co) B Mmoye (Cobalt (Co), Urine) Moua Kon no 9 1100/400*
1035 Megb, mova, pasosas nopuus (Copper, random urine; Cu) Moua Kon no 9 1100/400*
889 Megb (Cu) B cyTouHoi moye (Copper (Cu), 24-Hours Urine) Moua Kon no 9 1100/400*
1032 Mapranrey (Mn) B mode (Manganese (Mn), Urine) Moua Kon no 9 1100/400*
1038 CeneH ( Se) B moye (Selenium ( Se), Urine) Moua Kon [o 9 1100/400*
1036 LinHk (Zn) B moye (Zinc (Zn), Urine) Moua Kon no 9 1100/400*
894 Hukenb (Ni) B mode (Nickel (Ni), Urine) Moua Kon [o 9 1100/400*
895 CsuHeu (Pb) B moye (Lead (Pb), Urine) Moua Kon no 9 1100/400*
1042 P1yTtb (Hg) B MO4e (Mercury (Hg), Urine) Moua Kon [o 9 1100/400*
1074 Tannun (T1) B mode (Thallium (T1), Urine) Moua Kon no 9 1100/400*
1037 Mbiwbsk (As) B Mmoye (Arsenic (As), Urine) Moua Kon no 9 1100/400*
881 AntomuHun (Al) B mode (Aluminum (Al), Urine) Moua Kon [o 9 1100/400*
1033 Xeneso (Fe) B moye (Iron (Fe), Urine) Moua Kon no 9 1100/400*
1479 Vog (1) B moue (lodine (1), Urine) Moua Kon [o 9 1100/400*
6.3. MukpoanemeHTbl B Boriocax (Microelements, Hair)
M38 TokcuyHble MUKpoanemeHTbl B Borocax (Toxic Trace Elements, Hair) Bornocel Kon 0o 9 2700,00
TOKCUYHBIE 1 3cCeHUManbHble MUKPO3rieMeHTbl B Boriocax (Toxic Trace Bonocsbl Kon no9
M39 Elements, Essential Vital Elements, Hair) 3800,00
BonbLuon ckpuHUHE anemeHTHoro coctaea Bonoc (Elemental Composition of  |Bomnocbl Kon no9
M310 Hair: Screening ) 7500,00
1004 AntomuHun (Al) B Bonocax (Aluminum (Al), Hair) Bonochl Kon [o 9 1100/400*
1126 Bapuin (Ba) B Bonocax (Barium (Ba), Hair) Bonockbl Kon no 9 1100/400*
1127 Bepunnun (Be) B Bonocax (Beryllium (Be), Hair) Bonockbl Kon no 9 1100/400*
1001 Bop (B) B Bonocax (Boron (B), Hair) Bonockbl Kon no 9 1100/400*
1138 Banagwn (V) B Bonocax (Vanadium (V), Hair) Bonockbl Kon no 9 1100/400*
1128 Bucmyt (Bi) B Bonocax (Bismuth (Bi), Hair) Bonockbl Kon no 9 1100/400*
1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) Bonockbl Kon no 9 1100/400*
1129 "annun (Ga) B Bonocax (Gallium (Ga), Hair) Bonockbl Kon no 9 1100/400*
1130 "epmanuii (Ge) B Bonocax (Germanium (Ge), Hair) Bonockbl Kon no 9 1100/400*
1011 Keneso (Fe) B Bonocax (Iron (Fe), Hair) Bonockbl Kon no 9 1100/400*
1125 3onoto (Au) B Bonocax (Gold (Au), Hair) Bonockbl Kon 0o 9 1100/400*
1131 Wog, (1) B Bonocax (lodine (1), Hair) Bonockbl Kon 0o 9 1100/400*
1019 Kagmun (Cd) B Bonocax (Cadmium (Cd), Hair) Bonockbl Kon 0o 9 1100/400*
1006 Kanui (K) B Bonocax (Potassium (K), Hair) Bonockbl Kon no 9 1100/400*
1007 Kanbumn (Ca) B Bonocax (Calcium (Ca), Hair) Bonockbl Kon 0o 9 1100/400*
1012 KobanbT (Co) B Bonocax (Cobalt (Co), Hair) Bonockbl Kon 0o 9 1100/400*
1005 Kpemnun (Si) B Bonocax (Silica (Si) , Hair) Bonockbl Kon 0o 9 1100/400*
1132 JlanTaH (La) B Bonocax (Lantanum 9La), Hair) Bonockbl Kon 0o 9 1100/400*
1000 Jlutuia (Li) B BOmocax (Lithium (Li), Hair) Bonockbl Kon no 9 1100/400*
1003 Marnunn (Mg) B Bonocax (Magnesium (Mg), Hair) Bornocbl Kon no 9 1100/400*
1010 MapraHeL, (Mn) B Bonocax (Manganese (Mn), Hair) Bonocbl Kon 0o 9 1100/400*
1014 Megp (Cu) B Bonocax (Copper (Cu), Hair) Bonocbl Kon 0o 9 1100/400*
1018 MonunbaeH (Mo) B Bonocax (Molybdenum (Mo), Hair) Bonocbl Kon 0o 9 1100/400*
1016 Mbiwbsik (As) B Bonocax (Arsenic (As), Hair) Bornocbl Kon no 9 1100/400*
1002 Hatpu (Na) B Bonocax (Sodium (Na), Hair) Bonockbl Kon no 9 1100/400*
1013 Hukenb (Ni) B Borocax (Nickel (Ni), Hair) Bornocbl Kon no 9 1100/400*
1136 Onogo (Sn) B Bonocax (Tin (Sn), Hair) Bonocbl Kon 0o 9 1100/400*
1134 MnatuHa (Pt) B Bonocax (Platinum (Pt), Hair) Bonocbl Kon 0o 9 1100/400*
1021 PT1ytb (Hg) B BOMocax (Mercury (Hg), Hair) Borocbl Kon 8o 9 1100/400*
1135 Py6uawnii (Rb) B Bonocax (Rubidium 9Rb), Hair) Borocbl Kon 8o 9 1100/400*
1022 CsuHel (Pb) B Bornocax (Lead (Pb), Hair) Borocbl Kon 8o 9 1100/400*
1017 CeneH (Se) B Borocax (Selenium (Se), Hair) Borochl Kon 8o 9 1100/400*
1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) Borochl Kon 8o 9 1100/400*
1137 CtpoHuun (Sr) B Bonocax (Strontium (Sr), Hair) Borocbl Kon 8o 9 1100/400*
1020 CypbMma (Sb) B Borocax (Antimony (Sb), Hair) Borocbl Kon 8o 9 1100/400*
1008 Tannui (T1) B Borocax (Thallium (TI), Hair) Borocbl Kon 8o 9 1100/400*
1133 ®occop (P) B Bonocax (Phosphorus (P), Hair) Borochl Kon 8o 9 1100/400*
1009 Xpowm (Cr) B Boniocax (Chromium (Cr), Hair) Bornocbl Kon 0o 9 1100/400*
1015 LinHk (Zn) B Bonocax (Zinc (Zn), Hair) Borocbl Kon 0o 9 1100/400*
1140 Linpkorwii (Zr) B Bonocax (Zirconium (Zr), Hair) Borocbl Kon 0o 9 1100/400*
6.4. MukpoanemeHTbl B HOrtsix (Microelements, Nails)
M311 ToKcKYHble MUKpOaneMeHThl B HOrTsx (Toxic Trace Elements, Nails) Hortun Kon 0o 9 2800,00
TOKCWYHbIE 1 3cceHLManbHble MUKpoareMeHThl B HorTax (Toxic Trace Hortun Kon no9
M312 Elements, Essential Vital Elements, Nails) 3900,00
BonbLuon CKpUHWHE 3nemeHTHoro coctaea Horten (Elemental Composition of  |Hortu Kon no 9
Ma13 Nails: Screening ) 7500,00
1076 AntomuHni (Al) B Hortsix (Aluminum (Al), Nails) Hortu Kon 0o 9 1100/400*
1080 Bapun (Ba) B HorTsax (Barium (Ba), Nails) Hortu Kon 0o 9 1100/400*
1081 Bepunnun (Be) B HorTsax (Beryllium (Be), Nails) Hortu Kon 0o 9 1100/400*




1079 Bop (B) B HorTsax (Boron (B), Nails) Hortu Kon no 9 1100/400*
1120 Banagun (V) B HorTsix (Vanadium (V), Nails) Hortu Kon no 9 1100/400*
1082 BucmyT (Bi) B HorTsix (Bismuth (Bi), Nails) Hortu Kon no 9 1100/400*
1121 Bonbdpam (W) B HorTax (Tungsten, Wolframium (W), Nails) Hortu Kon no 9 1100/400*
1089 "annun (Ga) B HorTax (Gallium (Ga), Nails) Hortu Kon no 9 1100/400*
1090 "epmanui (Ge) B HorTsix (Germanium (Ge), Nails) Hortu Kon [o 9 1100/400*
1088 Xeneso (Fe) B HorTsix (Iron (Fe), Nails) Hortu Kon no 9 1100/400*
1078 3onoto (Au) B HorTsx (Gold (Au), Nails) Hortu Kon [o 9 1100/400*
1092 Vog (1) B HorTsix (lodine (1), Nails) Hortu Kon no 9 1100/400*
1084 Kagmun (Cd) B Hortax (Cadmium (Cd), Nails) Hortu Kon [o 9 1100/400*
1093 Kanun (K) B HorTsix (Potassium (K), Nails) Hortu Kon no 9 1100/400*
1083 Kanbuwi (Ca) B Hortsax (Calcium (Ca), Nails) Hortu Kon no 9 1100/400*
1085 KobanbT (Co) B HorTsax (Cobalt (Co), Nails) Hortu Kon [o 9 1100/400*
1107 Kpemuun (Si) B HorTsax (Silica (Si), Nails) Hortu Kon no 9 1100/400*
1094 JNanTaH (La) B HorTsax (Lantanum (La), Nails) Hortu Kon [o 9 1100/400*
1095 Jlutun (Li) B HorTsix (Lithium (Li), Nails) Hortu Kon [o 9 1100/400*
1096 Marnun (Mg) B Hortsax (Magnesium (Mg), Nails) Hortu Kon [o 9 1100/400*
1097 Maprarey (Mn) B HorTax (Manganese (Mn), Nails) Hortu Kon [o 9 1100/400*
1087 Megab (Cu) B HorTax (Copper (Cu), Nails) Hortu Kon [o 9 1100/400*
1098 MonmnbaeH (Mo) B Hortax (Molybdenum (Mo), Nails) Hortu Kon [o 9 1100/400*
1077 Mbiwbsk (As) B HorTax (Arsenic (As), Nails) Hortu Kon [o 9 1100/400*
1099 Hatpwn (Na) B Hortsix (Sodium (Na), Nails) Hortu Kon [o 9 1100/400*
1100 Hukenb (Ni) B HorTax (Nickel (Ni), Nails) Hortu Kon [o 9 1100/400*
1108 OnoBo (Sn) B HorTax (Tin (Sn), Nails) Hortn Kon no 9 1100/400*
1103 MnatuHa (Pt) B HorTaix (Platinum (Pt), Nails) Hortn Kon no 9 1100/400*
1091 P1ytb (Hg) B HOrTaix (Mercury (Hg), Nails) Hortn Kon no 9 1100/400*
1104 Py6uauin (Rb) B HorTsix (Rubidium (Rb), Nails) Hortn Kon no 9 1100/400*
1102 CauHel (Pb) B HorTsix (Lead (Pb), Nails) Hortn Kon no 9 1100/400*
1106 CeneH (Se) B HorTsix (Selenium (Se), Nails) Hortn Kon no 9 1100/400*
1075 Cepebpo (Ag) B HorTax (Silver (Ag), Nails) Hortn Kon no 9 1100/400*
1109 CtpoHuui (Sr) B Hortax (Strontium (Sr), Nails) Hortn Kon no 9 1100/400*
1105 Cypbma (Sb) B Hortsix (Antimony (Sb), Nails) Hortn Kon no 9 1100/400*
1110 Tanmn (T1) B HorTax (Thallium (TI), Nails) Hortu Kon [o 9 1100/400*
1101 docdop (P) B HorTax (Phosphorus (P), Nails) Hortn Kon 0o 9 1100/400*
1086 Xpowm (Cr) B Hortsix (Chromium (Cr), Nails) Hortn Kon no 9 1100/400*
1122 LinHk (Zn) B HorTsix (Zinc (Zn), Nails) Hortu Kon [o 9 1100/400*
1123 Livpkonui (Zr) B HorTsax (Zirconium (Zr), Nails) Hortu Kon [o 9 1100/400*
7. IEKAPCTBEHHbIW MOHUTOPWHT (Drug Monitoring)
*BHUMAHME! [JaHHble nabopaTopHble uccnefoBaHUA He ABNAIOTCA 3KkcnepTuson. Tun
nccnenoBaHusi — NpeaBapuTenbHoOe CKPMHUHIoOBOE flabopaTopHoe uccrnenoBaHue.
Pe3ynbTaTthl, nony4yaemMbie NaunMeHTOM, MOryT ObITb NepeAaHbl UM B cyAebHble opraHbl
M MOTyT ObITb PaCCMOTPEHbI KaK AoKa3aTenbCTBO B CyAeOHbIX MpoLeccax TONbKO Ha
7.1. llekapcTBeHHbI MOHUTOpPUHT (Drug Monitoring)
88 ®enHobapburan (NlommHan) (Phenobarbitalum) CbiBopoTka |Kon no 8 2750,00
89 ®ennTovH (OudenunH, OunaHtud) (Phenytoin) CbiBopoTka |Kon no 8 1600,00
90 Banbnpoesas kucnota (Jenakud, Konsynekc) (Acidum Valproicum, Depakin, |CbiBopotka |[Kon no 8 950,00
91 KapbamasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol) CbiBopoTka |Kon no 5 2950,00
274 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) Kposb Kon 0o 6 1300,00
Takponumyc (Agsarpad, lNporpad, MNpoTtonuk, Takpocen) (FK506, Advagraf, |Kposb Kon no 6
4353 Prograf, Protopic, Tacrosel) 1900,00
1377TER TepucnyHomug, nedonyHomug (metabomur) (Teriflunomide, Leflunomide CbiBopoTka |Kon no 8 3900,00
917 JlamoTpumxmH (Lamotrigine) CbiBopoTka |Kon no7 3950,00
1271 JleBetpauetam (Levetiracetam, Keppra®) CbiBopoTka |Kon no7 3900,00
1376 MwuroTaH, nnasma kposu (Mitotane, o, p'-DDD, plasma) Mna3ma Kon no7 4100,00
1633 Oeponmmyc (Everolimus) KpoBb Kon no 8 3850,00
1415 AnukcabaH, koHueHTpauus (Apixaban Level) [nasma 0o 5 1950,00
1416 PvBapokcabaH, koHUueHTpauus (Rivaroxaban Level) [nasma 0o 5 2100,00
8. UCCJIEQOBAHUA MO4YU (Examinations of Urine)
8.1. Knununueckue Tectbl (Clinical Tests)
AHanua moun o6 (AHanmM3 Moun obLLMIA C MUKPOCKOMNMEN ocajKa) Moua Kon., 3
116 (Complete Urinalysis, Microscopic Examination) Monykon. n 400,00
272 WccneposaHnve moun no metogy Heunnoperko (Nechiporenko’s Urine Test) |Moua Kon 3 400,00
401 Kanbuwuin moun, kayectBeHHbIN TecT (mpoba Cynkosuda) (Sulkowitch Urine Moua MKon no4 400,00
8.2. Buoxummsa moum (cytouyHas akckpeums) (Urine Biochemistry (Daily Excretion))
* Tectbl N2 95110, Ne 110113, N2 97110, Ne 1318110, Ne 115110 n Ne 112110
BbINnosiHATCA B Komnnekce ¢ Tectom Ne CREA-U. Tect Ne CREA-U Henb3s 3aka3aTtb
95 |Anb6yMMH, cyToyHas moya (Albumin, 24-Hour urine) Moua Kon no 5 600,00




AnbGymuH, pa3oBasi opuUmsi MOYM (C KPEaTUHUHOM M pacHeToM Moua Kon nob5
95110 anbObyMuH/KpeaTuHnH oTHoLweHnwus) (Albumin, random urine, with creatinine and 700,00
albumin/creatinine ratio calculation, UACR)
109 'ntoko3a, cytoyHas moya (Glucose, 24-Hour urine) Moua Kon no5 400,00
110 KpeaTuHuH, cytouHasn moya (Creatinine, 24-Hour urine) Moua Kon 3 400,00
96 Mpoba Pebepra (KnupeHc aHAOreHHOro KpeaTuHuHa, CKOpoCTb knyboykoBon |Moua Kon 3 400.00
dunbTpaumm) (Glomerular Filtration Rate, GFR)* '
Amunasa B MoYe CyTOYHOM MUy MOPLIMOHHOW 3a usmepeHHoe Bpems (Anbda- |Moua Kon 3
108 amwunasa, guactasa moun) (Amylase, 24-Hour or Timed Urine) 400,00
111 MouyeswuHa, cyTo4Has moya (Urea, 24-Hour urine) Moua Kon 3 400,00
112 MoyeBas kvcnota, cytouHas moya (Uric Acid, 24-Hour urine) Moua Kon no 4 400,00
97 O6wwmn 6enok, cytoyHas mova (Protein Total, 24-Hour urine) Moua Kon no 4 400,00
113 Kanbuun (Ca), cytoyHas moya (Calcium (Ca), 24-Hour urine) Moua Kon no 4 400,00
114 Kanwn (K), Hatpwuii (Na), cytodHasa moya (Potasium (K), Sodium (Na), 24-Hour |Moua Kon 0o 5 400,00
115 doccpop (P), cyrouHas moya (Phosphorus (P), 24-Hour urine) Moua Kon no 4 400,00
918 MeTaHedpuHbl (hpakLMOHMPOBaHHbIE CBOGOAHbIE, CYyTOYHAs Mo4a Mouya Kon no 8 2200,00
1458 OkcanaTbl, cyToyHass moya (Oxalates, 24-Hour urine) Moua Kon 0o 6 1700,00
Kanbuwn, pazoBas nopumsi MoYm (C KpeaTUHUHOM U pacyeToM Moua Kon 3
110113 Kanbuui/kpeaTuHuH oTHoweHwus) (Calcium, random urine, with creatinine and 400,00
Benok, pasoBas nopumst MO4m (C KpeaTUHNHOM U pacyeTom Moua Kon 3
97110 HOPMarnu3oBaHHOro No KpeaTuHUHY nokasaTtens) (Protein, random urine, with 450,00
creatinine and protein/creatinine ratio calculation)
1318 Marnui, cyTouHas moya (CyTodHas akckpeuus), (Magnesium, 24 h urine Moua Kon no 4 450,00
Marnwui, pazoBasi nopums Mo4u (C KpeaTUHUHOM 1 pacyeToM Moua Kon no4
1318110 MarHuii/kpeaTuHyH oTHowweHwus1) (Magnesium, random urine, with creatinine and 750,00
magnesium/creatinine ratio calculation)
docdop, paszoBasi NOpLUS MOYN (C KPEATUHUHOM U pacyeToM Moua Kon 3
115110 HOPMarnu3oBaHHOro Mo KpeaTuHUHY nokasatens) (Phosphorus, random urine, 550,00
with creatinine and phosphorus/creatinine ratio calculation)
MoueBas kucnoTa, pa3oBasi IOpLMS MOYM, C KpeaTVHUHOM U pac4eToMm Movua Kon 3
112110 HOPMarnM30BaHHOIO MO KPeaTUHWHY MOK-1si 550,00
OkcanaTbl, pa3oBas NopLMs MO4YM (C KpeaTUHMHOM U Pac4eToM Moua Kon [o 6
1458110 HOPMarnu3oBaHHOro Mo KpeaTuHUHy nokasatens) (Oxalates, random urine, with 1800,00
creatinine and oxalate/creatinine ratio calculation)
OueHka pucka kamHeobpa3oBaHus - NUTOreHHbIE cybCcTaHLMM Moyw, cyTovHas |Moua Kon no7
OBC110 Mouva (KanbLui, MarHuin, gocdop, okcanaTbl, MOYeBasi KUCIOTa, KpeaTUHUH 2700,00
CYTOYHOW MOYM C pac4eTOM CyTOYHOW 3KCKpeLum)
OueHka pucka kamHeobpa3oBaHWs - MUTOreHHbIe cybcTaHuMm Moun, pasoBast |Moua Kon no 6
0OBC111 nopumsi Mouu (KanbLui, MarHui, docdop, okcanaTtbl, MOYeBasi KUCIOTa, 2600,00
KpeaTMHUH pa3oBOKM MOPLUM MOYK, C paCcHETOM HOPMAIM30BaHHbIX MO
1691 AMUHOKUCNOTLI B Mo4e, 31 nokasaTesb Moua Kon 0o 9 5700,00
8.3. MNcmnxoakTnBHbIe BewecTBa B Moye (Psychoactive Substances, Urine)
HapKOTMKM 1 NCUXOTPONMHbIE BELLECTBA — CKPUHWHI (KOMMMEKCHBIN aHanu3 Moua Kay nob5
MOYM Ha onmaThbl, ameTaMuH, MeTamdeTaMmH, KOKanH, KaHHabuHoMapbl 1 UX
nmc meTabonutsl) (Drugs and Psychotropic Substances Screening: Opiates, 3500,00
Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Cannabinoid
902 KaHHabuHouabl (MapuxyaHa) B mode (Cannabinoids (Marijuana), Urine)* Moua Kay no5 1500,00
925 Onwnatbl (MopduH/repouH) B Move (Opiates (Morphine/Heroin), Urine)* Moua Kay no5 1500,00
898 Bapbutypatel B Moye (Barbiturates, Urine)* Moua Kay no5 1500,00
«BpepaHble npuBbIYkU» (AHANM3 MOYN HA HUKOTWH, NCUXOTPONHbIE U Moua Kay no 8
HapKOTUYECKME BELLECTBA, NCUXOAKTUBHbBIE NEKAPCTBEHHbIE NpenapaThbl
9950 (HVKOTWH; NCUXOTPOMHbBIE Y HAPKOTMYECKME BELLECTBa, NCUXOaKTUBHbIE 3750,00
nekapcTBeHHble npenapaTbl) (Pernicious Habits: Nicotine, Drugs,
8.4. UccnepoBaHue novyeyHoro kamHA (Study of Kidney Stone)
AHanuM3 xuMmM4ecKoro coctaBa MoYeBbIX (MOYEYHbIX) KAMHE MeETOA0M MNoyveyHbIn Kon no 10
1265 peHTreHoCTpyKTypHoro aHanmaa (Compositional Analysis of Urine (Kidney) KameHb 5700,00
Stones, infrared spectrometry, X-ray diffraction analysis)
AHanu3 xMMmn4eckoro coctaBa Mo4eBbIX (MOYEYHbIX) KAMHEN METOA0M MoyeyHbIn Kon no7
1565M0K nHdpakpacHon cnektpomeTpum (Compositional Analysis of Urine (Kidney) KameHb 3650,00
9. UCCIIEQOBAHUA KAJIA (Examinations of Feces, Stool Examinations)
9.1. UccnepoBaHus kana (Examinations of Feces, Stool Examinations)
*[nsA TecToB, NOMeYeHHbIX *, Heobxoguma npo6onoaroroeka (KAIMP).
159Ar Ananus kana Ha sinua renbMuHTOB (arda rinctoB) (PRO Stool, Helminth Kan Kay no4 600,00
15904 AHanus kana Ha simua renbMyvHTOB MeTogoM PARASEP® (sriua rmmcTos) Kan Kay no4 1100,00
159MNPO Ananua kana Ha npoctenve (PRO Stool) Kan Kay no4 600,00
236 Copepxanune yrnesopaos B karne (pepyumpytolve BellecTBa B karne) (Stool Kan MKon [o 6 800.00
Sugars, Reducing Substances, Fecal) ’
240 MccnepoBaHue Kana Ha CKpbITYIO KpoBb. KayeCTBEHHbIV MeToq Kan Kay 3 500,00




CkpblTasi KpOBb B Karne (kofiopekTarbHble KPOBOTEYEHUS ), KONMYEeCTBEeHHbIN  |Kan Kon no7
2401 nmmyHoxumudeckuii metog FOB Gold (Quantitative Immunochemical Fecal 1100,00
Occult Blood, Test FOB Gold)

162 Onactasa 1 (91), naHkpeaTtuyeckas anacrasa 1 (Elastase 1, E1) Kan Kon no 10 2800,00
1533A1AT |Anbda-1-aHTutpuncuH B kane (Alpha-1-Antitrypsin, Feces) Kan Kon no 11 2100,00
15920CC OcTaTo4Has ocMonsipHOCTL cTyna (Stool osmotic gap) Kan Kon no 12 1700,00

1593 YKenyHble KMCOTbI B CTyne Kan Kon no 11 3300,00

1594 D03MHOUIBbHBIN HEMPOTOKCHH B CTyrne Kan Kon no 11 3450,00

1596 30HYN1H doekarnbHbIv Kan Kon no 11 7600,00

1597 XVUMOTPUNCKH B CTyrne, akTUBHOCTb Kan Kon no 10 2250,00

1599 CreartoKput cTyna Kan MKon no 11 1700,00

1338 KanbnpoTekTuH dekanbHbiv (Fecal Calprotectin) Kan Kon no 11 2800,00

OueHKa COCTOSAHMSA MUKPOBMOTbI TONICTOrO KnweyvHnka metogom MLUP, Tect-  |Kan Kon no5
3348 cuctema KOMIOHO®OP-16 (G1oueHos) 4300,00
OueHKa COCTOSIHMS MUKPOOMOThI TONCTOrO KnwevHnka metogom MNUP, Tect-  |Kan Kon nos5
3347 cuctema KONNOHO®JIOP-16 (MeTabonuam) 4300,00
1999 KopoTkouenoyeyHble XUpHbIe KACMOThI B Kane Kan no 12 3200,00
WccnepoBaHusi coctaBa MUKpOBUMOTEI KuLeYHWKa y AeTen metogom MMLP, Kan no9
398 OHTepodnop Oetn 5800,00
10. AUATHOCTUKA UHOEKLIMOHHBLIX 3AEONIEBAHUU (Serology Diagnosis of
UmetoTcsa orpaHuy4yeHus No B3AITUKO HEKOTOPbIX BUAOB OBuomMaTepuvana B perMoHax.
*YTouHsWTe y agMMHMCTpaTopa MeauumHckoro ocduca.* YkasaHHble cpoku MMLP-
nccnefoBaHMA He BKITHOYAlOT NpoBeAeHne NoATBePKAALWMX TECTOB (Mpu
HeobxoaumocTu) (Restriction on certain biomaterial sampling procedures in the regions.
For more information, please contact a medical office administrator.* The duration of
PCR tests specified does not include confirmatory tests (to be conducted if necessary))
10.1. AneHoBupycHasa uHdekumus (Adenovirus Infection)

242 AHTuTEna knacca IgA k ageHosupycy (Anti-Adenovirus IgA) CbiBopotka |[MKon [o 9 900,00

241 AnTtuTena knacca IgG k ageroBupycy (Anti-Adenovirus IgG) CoiBopotka |IMKon no 9 900,00
10.2. Ackapupo3s (Ascariasis)

KI - koadppnLMEeHT NO3UTUBHOCTH

237 IAHTMTena knacca IgG k aHtTureHam ackapvp (Anti-Ascaris lumbricoides IgG) CbiBopoTka |Kay no5 900,00
10.3. Acneprunnes (Aspergillosis)

6616 MneceHb Aspergillus fumigatus (M3), annepreH-cneunduyeckme IgG CbiBopoTka |Kon nob5 600.00

(Aspergillus fumigatus, 1gG, M3) KpoBM '
INabopaTtopHoe uccnepoBaHue aHTureHa Aspergillus (ranaktomaHHaH) B CbIBOpOTKa 0o 9
28 cbiBopoTke kpoBu (Aspergillus antigen (galactomannan) in serum) KpoBu 7500,00
JlabopaTtopHoe uccnegoBaHue aHTureHa Aspergillus (ranakTomaHHaH) B no9
279 6poHxo-anbBeonsipHoM nasaxe (Aspergillus antigen (galactomannan) in 7500,00
bronchoalveolar lavage)
10.4. BaktepouaHas cnopa (Bacterial flora (Bacteroides spp.))
Baktepouabl, onpegenenve OHK B cockobe anutenuanbHbIX KNeTok Cockob Kay no5
396YPO yporenuTanbHoro TpakTa (Bacteroides spp., DNA, Scrape of Urogenital 400,00
10.5. Boppenunos (6ones3Hb Jlanma) (Borreliosis, Lyme Borreliosis, Lyme Disease, LD)
243N AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) CbiBopoTka |Kau+KI1 no 6 650,00
244 AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) CbiBopoTka |Kay no5 750,00
AnTtutena knacca IgG k Borrelia burgdorferi, BoisBnsiemble MeTogom CbiBopoTka |Kay no 8
1190 MMMyHob6noTTuHra (Anti-Borrelia burgdorferi IgG, Immunoblot ) KpoBM 2400,00
AnTuTena knacca IgM k Borrelia burgdorferi, BbisiBnsemble metogom Becteph- |CbiBopoTka  |Kau no7
1191 6nota (Anti-Borrelia burgdorferi IgM, Western Blot (WB)) KpoBw 2400,00
JlabopaTopHoe uccnegoBaHue knewa ans soiasnexdns OHK Bo3bygutens Knewy Kay no4
27 Jlanm-Boppenwnosa (Borrelia burgdorferi, DNA) 950,00
JlabopaTopHoe vccrnenoBaHwve knela ansi Bbiaenenust AHK Bo3byautenein Knewy Kay no 4
47h KNneweBbIX PUKKETCHO30B 950,00
3112 Boppenvos (Borrelia burgdorferi), onpegenenve OHK CbiBopoTka |Kay no5 500,00
Boppenuu, onpegenenve OHK B cuHoBmanbHoi xuakoctu (Borrelia CuHoBuanbHa |Kay nob5
3112CWH burgdorferi, DNA, Synovial Fluid)* 51 KMAKOCTb 650,00
Boppenuu, onpeaenexve OHK B cnmHHOMO3roBown xuakoctu (Borrelia CnuHHoMo3ro |Kay nos5
3112CMXK burgdorferi, DNA, Cerebrospinal Fluid)* Bas XWOKOCTb 650,00
10.6. Bapuuenna-3octep Bupyc (Varicella-Zoster virus)
Bupyc Varicella-Zoster, onpegenenve [JHK B cockobe anutenuanbHbIx knetok |Cockob Kay no7
3215POT cnusucton potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial 450,00
3215KOMK Bupyc Varicella-Zoster, gnpe,qeneHme OHK B co.cxo6.e SI'.IVITEJ'WIaJ'II:HbIX knetok |Cockob Kay no7 450.00
koxu (Varicella Zoster Virus, DNA, scrape of skin epithelial cells) ’
Bupyc Varicella-Zoster, onpegenenue [JHK B ceiBopoTke kposwu (Varicella CbiBopoTka |Kau o7
3215CB Zost)(lerVirus, DNA, serum) PeA A P P ( Kpoamp g 450,00




10.7. BeTpsiHas ocna: BUpYyc reprneca 4yenoBeka 3 Tuna (onosicbiBaroLmi nuLuamn)
(Varicella-Zoster Virus, VZV, Chickenpox, Chicken Pox)

256

AHTtuTena knacca IgG K BUpycy BETPSIHOW OCIbl M ONOSICbIBAIOLLEro NuLLast
(Anti-Varicella-Zoster Virus IgG, Anti-VZV IgG)

CblBOpOTKa
KpoBM

Kon

no9

900,00

257

AnTuTEna knacca IgM k BMpYyCYy BETPSIHOM OCTbl 1 OMOSIChIBAOLLErO NULLas
(Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM)

CbiBopoTKa
KpoBw

Kay

no 6

950,00

10.8. BUY-nncekums (Bupyc nmmyHogedmumra yenoseka) (Human

**Mpn NnonoxuTernbHOM pe3yribTaTe NpoBeAeHUe NOATBEPXKAAOLEro TecTa (B LLeHTp
CMNnAa) ysennumnBaeT cpok

68

Antutena k BUM 1 1 2 n antured BUY 1 n 2 (HIV Ag/Ab Combo)

CbIBOpoOTKa

Kay

no 4

400,00

363171

BWY-1, onpegenenve PHK B nna3me kposu (HIV RNA, Plasma)*

Mnasma

Kon

no 17

13200,00

3102

Bupyc nmmyHogedmupmTa Yenoseka tuna 1, kayectseHHoe onpegenexHve PHK
(Human immunodeficiency virus, quality, RNA) B cbiBopoTke kpoBm

CbiBopoTKa
KpoBw

Kay

no5

2900,00

339

Bupyc ummyHogeduumta yenoseka, Tvn 1 (BUY-1), onpepenexve PHK (kon.)
B cbiBOpoTKe kpoBu (Human immunodeficiency virus, HIV-1, RNA, quality,

CbIBOpOTKa
KpOBM

Kon

nob5

5600,00

10.9. BMY-uHdpekumsa, nanmnnomaBupycHas UHdeKkuuns (BUpyc nanuniombl
yenoBeka) (Human papillomavirus, HPV, HPV Infection)

311C-NPK

Bupyc nanunnomel YenoBeka BbICOKOrO OHKOF€HHOrO pycka, CKPUHUHE 14
Tmnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexune [HK B cockobe anutenuanbHbIX KNeTOK CIM3UCTON NpsiMon
kuwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33,

Cockob

Kay

no 4

950,00

311C-POT

Bvpyc nanunnomel YenoBeka BbICOKOrO OHKOT€HHOTO pUCKa, CKPUHUHT 14
Tnos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpepenexve JHK B cockobe anuTenmanbHbix knetok potornoTku (HPV DNA,
Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52,

Cockob

Kay

no4

950,00

311C-YPO

Buvpyc nanunnomel Yenoseka BbICOKOTO OHKOTEHHOTO puUcKa, CKPUHUHE 14
™inos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpepenenve [IHK B cockobe anutenmasnbHbIX KNEeTOK yporeHUTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,

Cockob

Kay

no 4

950,00

312C-YPO

Bupyc nanunnombl YenoBeka BbICOKOro OHKOTE€HHOrO pucka, onpeaeneHie
OHK 16 1 18 Tunos + KBM B cockobe anutenuarnbHbiX KNeTok
yporenuTaneHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 2

Cockob

Kay

no4

550,00

313MPK

OudbdepeHumnposaHHoe onpeaenenne [HK BIMY BbICOKOro OHKOreHHoro
pucka (14 Tunos): 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,66,68 (313)

Cockob

Kay

no 4

1250,00

313POT

NnddeperunposanHHoe onpeaenenve HK BIMY BLICOKOrO OHKOreHHOro
pvcka (14 Tynos): 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,66,68 (313)

Cockob

Kay

no4

1250,00

313C-YPO

Bupyc nanunnombl YenoBeka BbICOKOrO OHKOFEHHOTO p1cKa, reHOTUNMPOBaHWe
NHK 14 Tvnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B
cockobe anuTenuanbHbIX KNETok yporenutansHoro Tpakta (HPV DNA, Scrape
of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56,

Cockob

Kay

no 4

1250,00

399C-YPO

Bvpyc nanunnomel YenoBeka HM3KOro OHKOreHHOro pucka, onpegenenve AHK
3 Tunos: 6, 11, 44 + KBM B cockobe anuTenuanbHbIX KNETOK YpOreH!TansHoro
TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

Cockob

Kay

no4

550,00

399C-MPK

Bupyc nanunnomel YenoBeka HU3KOro OHKOreHHOro pucka, onpegenenve OHK
3 Tvnos: 6, 11, 44 + KBM B cockobe anutenuarnbHbIX KNeTOK CrM3UCTON
npamon knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 3 Types (6, 11,

Cockob

Kay

no 4

550,00

399C-POT

Bupyc nanunnomel YenoBeka HM3KOro OHKOreHHOro pucka, onpegenenve AHK
3 Tunos: 6, 11, 44 B cockobe anuTenuanbHbIX krneTok potornoTku (HPV DNA,
Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44))

Cockob

Kay

no4

550,00

374C-yPO

Bupyc nanunnomel Yenoseka, onpegenenve AHK 4 tunos: 6, 11, 16, 18 +
KBM B cockobe anutenuanbHbIX KNeTok yporeHutanbHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening )

Cockob

Kon

no5

900,00

377C-yPO

NndpdepeHumpoBanHHoe onpegenenve OHK BIMY (Bupyc nanvnnomel
yenoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +
KBM B cockobe anutenuanbHbIX KNeTok yporeHutaneHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51,

Cockob

Kon

no5

1200,00

391C-YPO

Bupyc nanunnombl yenoseka, onpegenenvne AHK 21 tuna: 6, 11, 16, 18, 26,
31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHutansHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,

Cockob

Kon

no5

2900,00

10.10. FapgHepennes (rapgHepenna) (Gardnerella vaginalis)

305MOM

"apgHepenna, onpegenenve HK B moue (Gardnerella vaginalis, DNA, Urine)*

Moua

Kau.

no 4

500,00

305CHN

"apaHepenna, onpegenenve [IHK B cekpeTe npocTaTthl, askynste (Gardnerella
vaginalis, DNA, Prostatic Fluid, Semen)*

CekpeT
npocrarbl;

MKon

no4

500,00

305YPO

"apgHepenna, onpegenexne OHK B cockobe anuTenvansHbIX KNeToK
yporeHuTansHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of Urogenital

Cockob

MKon

no4

500,00

10.11. F’enbMuHTO3 (Helminthiasis)

K - koacppbMLiMEeHT NO3UTUBHOCTH




159Ar AHanus kana Ha snua renbMuHToB (anda rincto) (PRO Stool, Helminth Kan Kay no 4 600,00
1590Ar AHanus kana Ha snua renbMmHToB MeTogoM PARASEP® (s1iua rmmcTos) Kan Kay no 4 950,00
Komnnekc Mapasutbl (ONUCT, 3XMHO, TOKCOK, TPUXMH) CbiBopoTka  |kay.* / no 6

1186 KPOBM MHOEKG 1800,00
297 AHTWTENA K aHTUreHaMm HemaTog poga Anisakis IgG CobiBopotka |KAY+KI no 11 1200,00
299 AHTUTENa K aHTMreHam Kurtawckon ayycTku Clonorchis sinensis IgG CobiBopoTka  |KAY+KI no 11 1500,00
Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k aHTUreHam kowadbenn |CoiBopoTka  |Kau no 6
1563 aByycTku, Opisthorchis felineus) KpOBM 1200,00
1564 AHnTuTena knacca IgM k aHtureHam TpuxmHenn (anti-Trichinella IgM) CbiBopoTka |Kau [o 6 1300,00
1660 AHanus Ha aHTepoburo3 (ariLa ocTpuu, enterobiasis), Masok-oTnevaTok Cockob Kay 3 385,00
CkpuHuHrosoe [MNLP-uccneposaHue Bo3byautenen renbMMHTO30B Kan Kay nob5
3355 (aHTepobuosa, ackapnaosa, AucnnnoboTprosa, onMcTopxosa, TeHnosa), TecT- 2500,00
cuctema N'enbmo-ckpuH (Screening PCR of pathogens of helminthiasis. Gelmo
10.13. N'enatuT A BUpycHas nHdekuus (Bupyc renatuta A, Hepatitis A Virus, HAV)
71 AHTuTena knacca IgG k Bupycy renatuta A (Anti-HAV IgG) CbiBopoTka  |Kau 0o 5 950,00
72 AHntutena knacca IgM k Bupycy renatuta A (Anti-HAV IgM) CbiBopoTka  |Kau 0o 5 1100,00
328CB Bupyc renatuta A, onpegenexne PHK B ceiBopoTke kpoBu (HAV RNA, CbiBopoTka |Kay no5 650,00
10.14. l'enatuT B BupycHas nHdekuus (Bupyc renatuta B, Hepatitis B Virus, HBV)
HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, noBepxHOCTHbI aHTUreH CbiBopoTka |Kay no4
73 Bupyca renatuta B, «aBcTpanunckuii» aHTureH), kayectBeHHbI TecT (HBsAg, |kposu 500,00
Hepatitis B Surface Antigen, Qualitative)
74 HBe-aHTUren Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) CbiBopoTka |Kau no5 650,00
AHnTuTena knaccos IgM 1 IgG k HB-core aHTWreHy Bupyca renatura B, CbiBopoTka  |Kau no4
75 cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core Antigen; KpoBM 650,00
HBcADb, Total, HBV Core Total Antibodies (IgG + IgM))
AnTtuTtena knacca IgM k HB-core aHTUreHy Bupyca renatuta B (Anti-HBc IgM  |CbiBopoTka  |Kau nob5
76 Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM) KpoBu 850,00
77 AnTuTena k HBe-aHTureny supyca renatura B (Anti-HBe, HBeAb) CbiBopoTka |Kau [o 5 650,00
78 AntuTena k HBs-aHtureny Bupyca renatura B (Anti-HBs, HBsAb) CbiBopoTka |Kon no 5 800,00
HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, NOBepXHOCTHbIV aHTUreH CobiBopoTka |Kon nob
87 BUpYyca renatuta B, «aBcTpanuinckuiiy aHTUreH), KonMYecTBEeHHbIN TecT KpoBM 1800,00
(HBsAg, Hepatitis B Surface Antigen, Quantitative)
Bupyc renatuta B, onpegenenve JHK B cbiBOPOTKE KPOBUW, KA4€CTBEHHOE CbiBopoTka |Kay no5
319CB (HBV DNA, Serum, Qualitative)* KpoBu 550,00
Bupyc renatuta B, onpenenexne [1HK B cbiBOpoTke KpoBW, konmyecTBeHHoe |CbiBopoTka  |Kon nob5
320CB (HBV DNA, Serum, Quantitative)* KpoBM 3400,00
10.15. N'enatut C BMpycHasa uHdgekumus (Bupyc renatuta C, Hepatitis C Virus, HCV)
**Tpn nonoxuTenbLHOM pe3ynbTaTe NpoBeAeHWe NoATBepXAatoLero Tecta
yBenuuynmBaeT CPOK Ha HECKONMbKO AHEN. YTOUYHANTE Y agMUMHUCTPaTopa MeauLIMHCKOro
79 AHTuTena knaccos IgM n IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total |CbiBopoTka  |Kau no4 450.00
(IgG + IgM))* KpoBM '
AHTUTena knacca IgG k aHTureHam Bupyca renatuta C, BbisiBNseMble CbiBopoTka |Kay no7
1143 MeToAoM MMMyHobnoTTuHra (Anti-HCV IgG, Immunoblot) KpoBu 4500,00
WHTepnenkunn-28B (MI1-28B), reHoTunnpoBaHue (nccregoBaHne reHeTuydeckunx |Kposb Kau., po 10
MapKepoB, onpeaensowyx 3PPEKTUBHOCTb NIEYEHUS XPOHUYECKOTO renaTuta OnucatensH
2447 C nHTepdepoHom 1 pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping bl hopmaTt 950,00
(Study of Genetic Markers Determining Effectiveness of Treatment of Chronic
Hepatitis C in Interferon and Ribavirin))
1170 Anti-HCV-IgM (aHTuTena k aHTureHam supyca renatuta C knacca IgM) CbiBopoTka |Kau [o 6 550,00
Anti-HCV-core, NS3, NS4, NS5 (aHTutena knacca G k aHtureHam core, NS3, |CbiBopoTka |Kau no 6
1 NS4, NS5 supyca renatuta C) KpoBM 950,00
1rEN Komnnekc mapképos renatutos ( B, C)(Ne tectoB: 73, 78, 75, 76, 74, 77,79, |CbiBopotka |Kau no 6 3900,00
Bupyc renatuta C, onpegenenve PHK B cbiBOpoTKe KpoBUW, KayecTBeHHoe CbiBopoTka |Kay no5
321CB (HCV RNA, Serum, Qualitative)* KpoBM 800,00
Bupyc renaturta C, onpegenexue PHK B nnasme, reHotTunuposaHwue ¢ Mna3va [eHoTun nob5
324N cyoTmnamm (Tunel 1 (cybtunel 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, KpoBM 1200,00
Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))*
Bupyc renatuta C, konnyecteeHHoe onpegenenve PHK Bupyca n CbiBopoTka  |kon. + nob5
324 reHoTunmpoBaHue (Tunbl 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative  |kposu reHoTun 3600,00
Bupyc renatura C (CITO), onpegenenve PHK B nnasme kposw, Mna3va Kon no9
s23c-nn konmyecteeHHoe (HCV RNA, Plasma, Quantitative)* KpoBw 19500,00
Bupyc renatuta C, onpegenenve PHK B cbiBopoTke kpoBu meTtogom MLIP, CbiBopoTka |Kon no5
350CB konnyectBeHHoe (HCV RNA, Serum, Quantitative, PCR)* KpoBw 3400,00
Bupyc renatuta C (BI'C), ynbTpadyscTButensHoe onpeaenerne PHK BI'C CbiBopoTka  |Kau no 8
3500CB (Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR) KpoBwM 3550,00
MyTauwmm nekapcteeHHow peancteHTHocTM NS3, NS5A 1 NS5B pervoHos KpoBb Kay no 16
7644G1 reHoma Bupyca renatuta C (ans reHoTunos 1a, 1b) 13500,00
MyTauwmm nekapcteeHHow peancteHTHocTM NS3, NS5A n NS5B pervioHos Kposb Kay fo 16
7644G3 13500,00

reHoma Bupyca renatuta C (ans reHotuna 3)




Bupyc renatuta C (HCV), ynbTpadyscTButensHoe onpegernenue (kon.) PHK, [lMna3ma Kon no4
950 TecT-cuctema GeneXpert KpOBM 8200,00
1146 AHTuTEna K BUpYycy renatuta C, IgG, ummyHobmnot CbiBopoTka |Kay no7 4400,00
10.16. l'enatut D BupycHasa nHdekumns (Bupyc renatuta D, Hepatitis D Virus, HDV)
KIN - koadpchpuLmeHT Nno3nTuBHOCTH
1268 AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM) CbiBopoTka |Kay no 6 950,00
AnTtutena knaccos IgM v IgG k Bupycy renatuta D, cymmapHo (Anti-HDV Total |CeiBopoTka  [KAY+KT no 6
1269 (IgG + IgM)) KpoBHM 550,00
325CB Bupyc renatuta D, onpegenenve PHK B cbiBopoTke kposu (HDV RNA, CbiBopoTka |Kau no 5 800,00
10.17. Fenatut E BupycHas nHdekuus (Bupyc renatuta E, Hepatitis E Virus, HEV)
KI - koacpcpnumeHT no3aMTMBHOCTU
227 AnTuTena knacca IgM k supycy renatuta E (Anti-HEV IgM) CbiBopotka |KAY+KT1 no 8 950,00
228 AntuTena knacca IgG k Bupycy renatura E (Anti-HEV IgG) CbiBopotka |KAY+KT1 no 8 950,00
10.18. N'enatut G BUupycHas uHdekuums (Bupyc renaruta G, Hepatitis G Virus, HGV)
326CB |Bwpyc renatuta G, onpegenenne PHK B cbiBopoTke kposu (HGV RNA, CbiBopotka |Kau no 5 800,00
10.19. l'epnec (repnec-Bupychl Yenoseka 1 1 2 Tuno., Herpes simplex virus, HSV-1,
122 AntuTena knacca IgG k Bupycy npoctoro repneca 1 n 2 tunos (Anti-HSV-1, 2 |CeiBopotka  |Kay no4 600,00
1222 AntuTena knacca IgG k Bupycy npoctoro repneca 1 tuna (Anti-HSV-1 IgG) CbiBopotka |[MKon no 8 950,00
1223 AnTuTena knacca IgG k Bupycy npoctoro repneca 2 tuna (Anti-HSV-2 IgG) CbiBopotka |[MKon no 8 750,00
123 AnTuTena knacca IgM k Bupycy npoctoro repneca 1 n 2 Tunos (Anti-HSV-1, 2 |CeiBopotka |Kay no 5 600,00
AnTuTena knaccos IgM u IgG, onpeaeneHne aBuMgHOCTY K BUPYCY NPOCTOro CbiBopoTka |Kon no 6
4HSVIA repneca 1 12 tunos (Anti-HSV-1, 2 IgM, IgG, Avidity) KpoBw 1400,00
309BIMT "epneceupyc 1 u 2 Tvnos, onpeaenenve JHK B Bbinote (HSV-1, 2 DNA, BbInoTbl Kay no 4 450,00
epneceupyc 1 u 2 Tvnos, onpeaenexve JHK B cockobe anuTenmanbHbix Cockob Kay no 4
3093 |, nevok korbioHKTvasI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )* 450,00
"epneceupyc 1 n 2 Tunos, onpenenexue OHK B cockobe anutenvanbHbIxX Cockob Kay no4
309KOX knetok koxu (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)* 450,00
309KP "epnecsupyc 1 u 2 Tvnos, onpegenexve AHK B BeHo3HoW kpou (HSV-1, 2 LlenbHas Kay no 4 550,00
309MOY "epneceupyc 1 u 2 Tvnos, onpepenexve JHK B moye (HSV-1, 2 DNA, Urine)* |Moua Kay no 4 450,00
epneceupyc 1 u 2 Tvnos, onpeaenexve JHK B cockobe anuTenmanbHbix Cockob Kay no 4
309HOC knetok cnmamcton Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)* 450,00
"epneceupyc 1 n 2 Tvnos, onpepenexve HK B cockobe anuTenmanbHbix Cockob Kay no4
309POT knetok potornotku (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)* 450,00
"epneceupyc 1 u 2 Trnos, onpeaenexne OHK B ceiBopoTke kposu (HSV-1,2  |CbiBopotka |Kau 04
309cB DI\?A, Sel’lFJ)r);)* Pes A P P ( Kpoamp 3 550,00
309CJIH "epnecsupyc 1 n 2 Tunos, onpegenexuve OHK B critoHe (HSV-1, 2 DNA, CnioHa Kay no 4 450,00
"epnecsupyc 1 n 2 Tvnos, onpeaenexve JHK B CMTMHHOMO3roBOM XNAKOCTN CnnHHomo3ro |Kay no4
309CMX (HSV-1, 2 DNA, Cerebrospinal Fluid)* Bas XMOKOCTb 450,00
"epnecsupyc 1 u 2 Tvnos, onpeaenexve AHK B cekpeTte npoctaThbl, 3skynate |CekpeT Kay no 4
3o9cn (HSV-1, 2 DNA, Prostatic Fluid, Semen)* npocraTbl; 450,00
epnecsupyc 1 n 2 Tunos, onpenenexue OHK B cockobe anutenvanbHbIX Cockob Kay no4
309YPO KneTok yporeHutansHoro Tpakta (HSV-1, 2 DNA, Scrape of Urogenital 450,00
"epnecsupyc 1 n 2 Tunos, onpegenexue OHK B BbinoTe, TnMpoBaHue (HSV- |BbinoTsl Kay no4
3090BMT 14 "5 pNA, Exudate, Typing)* 600,00
"epneceupyc 1 n 2 Tvnos, onpepenenve JHK B cockobe anuTenuanbHbix Cockob Kay no4
30903 KINETOK KOHbIOHKTMBbI, TunupoBaHue (HSV-1, 2 DNA, Scrape of Conjunctiva 600,00
Epithelial Cells, Typing)*
"epneceupyc 1 u 2 Tvnos, onpeaenexne JHK B cockobe anuTenmanbHbix Cockob Kay no4
3090KOX KneTok koxw, Tunmposanue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, 600,00
epnecsupyc 1 n 2 Tunos., onpeaenexne HK B BeHO3HOW KpoBK, TUNupoBaHue|LlenbHas Kay no4
3090KP | (Hsv-1, 2 DNA, Blood, Typing)* KpOBb 850,00
epneceupyc 1 n 2 Tvnos, onpeaenenve OHK B moye, Tunuposanne (HSV-1, 2|Moua Kay no4
VICT Mg Typing)* P A P ( 600,00
'epnecsupyc 1 n 2 Tunos, onpenenexue OHK B cockobe anutenvanbHbIX Cockob Kay no4
3090HOC KINEeTOK CrnnancTomn Hoca, TunmpoBaHue (HSV-1, 2 DNA, Scrape of Nasal 600,00
epneceupyc 1 u 2 Tvnos, onpeaenexvne JHK B cockobe anuTenmanbHbix Cockob Kay no4
3090POT KNeTok poTornoTku, Tunmposanune (HSV-1, 2 DNA, Scrape of Faucial Epithelial 600,00
"epnecsupyc 1 n 2 Tunos, onpegenexue [JHK B cbiBOPOTKE KPOBMU, CbiBopoTka |Kau o4
3090CB Tmr?mpOBaEZe (HSV-1, 2 DNAp, gerum, T)J/:;l)ing)* P P Kpoamp g 850,00
epneceupyc 1 n 2 Tunos, onpegenexne OHK B critoHe, TnupoBanve (HSV-1,|CnioHa Kay no4
3090CTH 15 pNa, Saliva, Typing)* 600,00
epnecsupyc 1 n 2 Tunos, onpegenexue JHK B CNMHHOMO3roBOM XMUAKOCTY, CnuHHOMO3ro [Kay no 4
B090CMX 1. posarme (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)* Bas KUAKOCTH 600,00
"epneceupyc 1 n 2 Tvnos, onpeaenexve [JHK B cekpeTte npocrtathl, agkynate, |Cekpet Kay no4
3o%0cn TunupoBaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)* npocTarbl; 600,00
epneceupyc 1 u 2 Tvnos, onpeaenexvne JHK B cockobe anuTenmanbHbix Cockob Kay no 4
3090YPO KIETOK YpOreHuTanbHoro Tpakra, TunuposaHue (HSV-1, 2 DNA, Scrape of 600,00

Urogenital Epithelial Cells, Typing)*

10.20. N'epnec-Bupyc 4yenoBeka 6 Tuna (Human herpesvirus 6, HHV-6)




K - koachcpmnum

€HT NMO3UTUBHOCTU

276 AnTuTena knacca IgG k repnecsupycy Yenoseka 6 Tuna (Anti-HHV-6 IgG) CbiBopotka  |KAY+KT1 no 8 850,00
352BIMT "epneceupyc 6 Tvna, onpegenenne [IHK B suinote (HHV-6 DNA, Exudate)* BbinoTbl Kay no 4 450,00
352KP "epneceupyc 6 Tvna, onpeaenenne IHK B BeHo3Hom kposu (HHV-6 DNA, LlenbHas Kay no 4 600,00
352MOM "epnecsupyc 6 Tvna, onpegenenve AHK B moye (HHV-6 DNA, Urine)* Moua Kay no 4 450,00
"epneceupyc 6 Tvna, onpegenerue JHK B cockobe anutenuanbHbix knetok | Cockob Kay no4
352HOC cnmancton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)* 450,00
epnecsupyc 6 Tvna, onpeaenexHne OHK B cockobe anutenmanbHbIX KNeTok Cockob Kay no4
352POT | nrormoTku (HHV-6 DNA, Scrape of Faucial Epithelial Cells)* 450,00
352CB "epnecsupyc 6 Tvna, onpegenenue [JHK B cuiBopoTke kposu (HHV-6 DNA, CbiBopoTka |Kau no 4 600,00
352CJH "epneceupyc 6 Tvna, onpegenenuve JHK B crioHe (HHV-6 DNA, Saliva)* CnoHa Kay no 4 450,00
"epneceupyc 6 Tvna, onpegenexne OHK B cnmHHoMo3roson xugkoctu (HHV-6 | CnnHHomosro |Kau no4
352CMXK DNA, Cerebrospinal Fluid)* Bas XXWOKOCTb 450,00
"epneceupyc 6 Tvna, onpeaenenne [IHK B cekpeTe npoctartsl, askynsate (HHV{Cekpet Kay no4
352Cn 6 DNA, Prostatic Fluid, Semen)* npocTaThl; 450,00
epneceupyc 6 Tvna, onpegenexHne OHK B cockobe anutenvanbHbix knetok | Cockob Kay no4
352YP0 yporenuTansHoro Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)* 450,00
AnTtuTtena knaccos IgM v IgG, onpeaeneHre aBMaHOCTU K BUPYCY MPOCTOro CbiBopoTka |Kon no 6
4HSVIA | ohneca 12 vnos (Anti-HSV-1, 2 IgM, IgG, Avidity) kpoBM 1400,00
1TORCH Komnnekc uccnegosanunin Ha TORCH-uHdpekumn IgG/IgM, aBugHoCTb CobiBopoTka |Kon 0o 6 3950,00
2TORCH Komnnekc nccnegosannn Ha TORCH-uHdekumn IgG/IgM 6e3 onpeaenexns CobiBopoTka |Kon no5 3600,00

10.21. l'epnec-Bupyc yenoBeka 8 Tuna (Human herpesvirus 8, HHV-8)
K - koachpcpnLumMeHT No3aMTUBHOCTU
277 |AHTI/ITeJ'Ia knacca IgG k repnecsupycy Yenoseka 8 Tuna (Anti-HHV-8 I1gG) CbiBopotka |KAY+KT1 no 8 850,00
10.22. N'oHopes (roHokokk) (Neisseria gonorrhoeae)
"oHokokk, onpeaenenve [IHK B cockobe anuTenmnanbHbIX KNeTok Cockob Kay no4
306rN3 KoHBbIOHKTMBbI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial 400,00
306MOY "oHokokk, onpegenenve OHK B moye (Neisseria gonorrhoeae, DNA, Urine)* Mouya Kay no 4 400,00
"oHokokk, onpeaeneHne JHK B cockobe anutenmanbHbIX KNeETOK Cn3nCTom Cockob Kay no4
306MPK npsamon kmwkm (Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial 400,00
"oHokokk, onpeaeneHne OHK B cockobe anutenuanbHbix KNeTok potornoTkn | Cockob Kay no4
306POT (Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)* 400,00
"oHokokk, onpeaenenve OHK B cuHoBuanbHow xuakoctu (Neisseria CuHoBuanbHa |Kay no 4
306CHH gonorrhoeae, DNA, Synovial Fluid)* A1 KMOKOCTb 600,00
306CH "oHokokk, onpepeneHne OHK B cekpeTe npoctathl, asikynate (Neisseria CekpeT Kay no4 400.00
gonorrhoeae, DNA, Prostatic Fluid, Semen)* npocTaTbl; '
"oHokokk, onpeaeneHne OHK B cockobe anuTenuarnbHbIX KNeTok Cockob Kay no 4
306YPO yporeHuTansHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of Urogenital 400,00
MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopesi), onpegenexne Acuntnyecka |Kay no 12
YYBCTBUTENBHOCTU K aHTUMWKPOBHbLIM nNpenapatam (GC, Neisseria 1 XXUAKOCTb;
gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility Tvksop;
Testing) Copaepxummoe
marTku;
CycraBHas
XNOKOCTb;
Dakvyngar:
10.23. I'punn (Influenza)
3317 |BMpyc rpunna A/B, kayectBeHHoe onpeaenenve PHK (Influenza virus A/B, Masok; Kay no 4 1300,00
10.24. lemopgeko3 (knew, aemogekc, Demodex folliculorum, Demodex brevis)
250 VccnepgoBaHve Ha Hanmndve knella gemogekc (Demodex folliculorum, Cockob Kay no5 550,00
24. VccnepgoBaHve Ha Hanndme knella gemogekc (Demodex folliculorum, PecHuubl Kay no5 550,00
10.25. [InseHTepusa amebHas, ame6umas (Entamoeba histolytica)
KI - koadpcpuLmeHT Nno3nTUBHOCTH
AHTtuTtena knacca IgG k aHTureHam guseHTepuiiHo amebbl (Anti-Entamoeba  |CeiBopoTtka  [KAY+KT] no 9
235 histolytica I1gG) KpOBM 950,00
10.26. [JuseHTepun GakTepuanbHas, wurennes, wurennsl (Shigella flexneri, Shigella
280 PMIA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) CbiBopotka |[MKon no7 650,00
281 PMIA c Shigella flexneri 6 (Shigella flexneri 6, IHA) CbiBopotka |[MKon no7 650,00
282 PMIA c Shigella sonnei (Shigella sonnei, IHA) CbiBopotka |[MKon no7 650,00
[MoceB Ha mMaToreHHyto 1 YCroBHO-NaTOreHHyo MUKpodnopy kuwevHuka (Stool|Karm; MKon no 9
437TIM Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria|PekTanbHbi 1600,00
[ToceB Ha NaTOreHHyto 1 YCNOBHO-NAaTOreHHY0 MUKPOIIOPY KULLEYHUKA C Kan; MKon no9
onpefeneHnem YyBCTBUTENBHOCTU K aHTUMUKPOGHBLIM npenapaTtam (Stool PekTanbHbin
437YTNM-A 1800,00

Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora. Bacteria

Identification and Antibiotic Susceptibility Testing)

Ma30kK




[ToceB Ha NaTOreHHyIo 1 YCNOBHO-NAaTOreHHY0 MUKPOIIOPY KULLEYHUKA C Kan; [MKon no9
437YMM-d  |onpeneneHem YyBCTBUTENBHOCTU K aHTUMMUKPOOHBLIM MpenaparaM u PekTanbHblii 1850,00
H6akTeprodaram (Stool Culture with Bacteria Identification and Ma3okK
45707 I'cheB Ha naToreHHyp Kmmeﬂﬂyro' dnopy (Stool Culture (Salmonella spp., Kan; Kay no 8 850.00
Shigella spp.). Bacteria Identification) PekTanbHbIn '
[MoceB Ha NaToOreHHyo KuLeyHyto dropy, onpegeneHve YyBCTBUTENbLHOCTM K |Kan; Kay no 12
457-A aHTUMUKpobHbIM NpenapaTtam (Stool Culture (Salmonella spp., Shigella spp.). |PekTanbHbi 1050,00
Bacteria Identification and Antibiotic Susceptibility Testing) Ma3okK
MoceB Ha maToreHHyto KuLeyHyto chriopy, onpeaeneHue YyBcTBUTENbLHOCTU K |Karm; Kay po 12
457-® aHTUMUKPOBHBIM NpenapaTtam u 6aktepuodparam (Stool Culture, Salmonella PekTanbHbin 1100,00
spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and Ma3okK
10.27. Oudprepusn (audrepuiiHaa nanoyka) (Corynebacterium diphtheriae)
855 AnTuTena knacca IgG k gudptepuinHomy aHatokcuHy (Anti-Diphtheria Toxoid  |CbiBopotka |Kon no 8 1200,00
MoceB Ha gudtepwmio (Corynebacterium diphtheriae Culture) Masok; Kay no 9
OTtpensiemoe
469 Hoca: 950,00
OTtpensiemoe
10.28. UepcuHum (nepcnHmnos, nceBgotybepkynes) (Yersinia enterocolitica)
K - koadpcpmuumeHT Nno3nTUBHOCTH
Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcuHnos, onpenenexve Kan Kay no 14
460 YyBCTBUTENbHOCTU K aHTUMKKPOBHBLIM npenapatam (Yersinia enterocolitica, 1600,00
Stool Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
286 PIIA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) CoiBopotka |[MKon no7 650,00
284 PIIA c Yersinia enterocolitica cepotvna O:3 (Yersinia enterocolitica O:3, IHA) |CbiBopoTka  |[MKon no7 650,00
285 PIIA c Yersinia enterocolitica cepotvna O:9 (Yersinia enterocolitica O:9, IHA) |CeiBopoTka |[MKon no 8 650,00
AHTuTEna knacca IgA k aHtureHam Yersinia Enterocolitica n Yersinia CbiBopoTka  |Kau [o 9
2381 Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia KpoBw 850,00
AHnTtuTtena knacca IgG k aHtureHam Yersinia Enterocolitica n Yersinia CbiBopoTka |Kay no 10
2391 Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia KpoBu 850,00
238 AnTuTEna knacca IgA k aHtureHam Yersinia enterocolitica (Anti-Yersinia CbiBopotka |KAY+KT1 Ao 11 700,00
239 AHTuTena knacca IgG k aHtureHam Yersinia enterocolitica (Anti-Yersinia CbiBopotka |KAY+KT1 fo 12 700,00
10.29. Kamnunobakrepuos, kamnunobakrep (Campylobacter spp.)
10.30. Kangmnpos, kangmpa (Candidiasis, Candida)
KIN - koadpchpuLMeHT Nno3uTUBHOCTH
254 AnTtuTena knacca IgG k Candida albicans (Anti-Candida albicans IgG ) CbiBopoTka |Kau [o 6 750,00
6617 Mnecexb Candida albicans, IgG (M5) (M5 Candida albicans, IgG ) CobiBopotka |Kon no5 600,00
344BIT Kanouga, onpenenexve OHK B Boinote (Candida albicans, DNA, Exudate)* Bbinotsl Kay no 4 400,00
KaHnouga, onpenenexve OHK B cockobe anutenvanbHbIX KNETOK KOXK Cockob Kay no4
344KOX | candida albicans, DNA, Scrape of Skin Epithelial Cells)* 400,00
344MOM KaHgupa, onpegenexvne OHK B moye (Candida albicans, DNA, Urine)* Moua MKon no4 400,00
Kanaupa, onpenenenve OHK B cockobe anutenuanbHbIX KNETOK CIM3UCTON Cockob Kay no 4
344MPK npsamon kuwkm (Candida albicans, DNA, Scrape of Rectal Epithelial Cells)* 400,00
344POT KaH,qmga, onpe,qeneHme [OHK B cockobe ('BI'IVITe'J'IVIaJ"IbeIX kneTok potornotkn  |Cocko6 Kay no 4 400.00
(Candida albicans, DNA, Scrape of Faucial Epithelial Cells)* '
344CJMH Kangupa, onpegenenve OHK B critoHe (Candida albicans, DNA, Saliva)® CnioHa Kay no4 400,00
KaHnguga, onpegenexve OHK B cekpeTte npocTtaThl, askynaTe (Candida CekpeT MKon no4
3d4cn albicans, DNA, Prostatic Fluid, Semen)* npocTarsbl; 400,00
Kanaunpa, onpepnenenvie [IHK B cockobe anutenuanbHbIX KNeTok Cockob MKon no4
344YPO yporeHuTanbHoro TpakTta (Candida albicans, DNA, Scrape of Urogenital 400,00
3116 Kangupa (Candida albicans, C. crusei, C. glabrata), onpegenenve JHK Cockob Kay no4 850,00
3021 KaHampos, ckpuHuHr 1 TnuposaHme (Candidiasis, Screening and Typing) Cockob MKon no 5 1200,00
3023 KaHngnnos, ckpuruHr (Candidiasis, Screening ) Cockob MKon 0o 6 500,00
3024 Kananpos, tunuposaxue (Candidiasis, Typing) Cockob MKon no7 850,00




Moces Ha apoxkenogobHele rpubbl (pogos Candida, Cryptococcus) ¢ TpaHccygaT; |kon. no 8
onpefeneHnem YyBCTBUTENBHOCTU K aHTUMUKOTUYeCKM npenapatam (Yeast |Okccypar;
Culture. Identification and Antimycotic Susceptibility testing) SAKynaT;
Copepxummoe
abcuecca;
Copaepxummoe
WHpunbTpaTa
Copaepxumoe
nonocTu
442 MaTKm; 1800,00
Copepxummoe
yxa; Cockob;
CycraBHas
XUOKOCTb;
OTtpensiemoe
paHbl;
OTtpensiemoe
pOTOrNOTKY;
MneBpanbHas
10.31. KneweBow aHuedanut, BUpyc knewesoro aHuedanura (Flavivirus, Tick-borne
encephalitis virus)
* He0OX0AUM 3aKa3 AONOJIHUTENbHbIX TECTOB
AnTtuTtena knacca IgG k Bupycy kneluesoro aHuedanuta (Anti-Tick-borne CbiBopoTka |Kon no 6
267 Encephalitis Virus (TBEV) IgG) KpoBu 850,00
AHTuTEna knacca IgM k Bupycy knewiesoro aHuedanurta (Anti-Tick-borne CbiBopoTka  |Kau [o 6
268 Encephalitis Virus (TBEV) IgM) KpoBwM 850,00
JlabopaTtopHoe uccnepoBaHue krewa ans soiseneHuss PHK/OHK Knewy Kay no 4
BO30yauTEnen NHEKLUIA, NepeaatoLLmMXCst UKCOO4O0BbIMM KreLamu:
1227 KINELLEBOW SHLUE®ANNT, BOPPENNO3 (EONE3HbL JIAIMA), 2200,00
AHAMJTA3MO3, SPJTIMXMNO3 (Detection of pathogen DNA/RNA in ticks: Tick-
borne encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma
JlabopaTtopHoe uccnegoBaHue knewla ans Boisenenuss PHK Bupyca Kneuwy Kay no4
350 kneweBoro aHuedanuTa (Tick-borne encephalitis Virus, TBEV, RNA) 900,00
Wccnepoanue knewa Ha [JHK Borrelia miyamotoi metogom MNLP (Study of Knewy Kay no 4
36l Tick: Borrelia miyamotoi DNA, PCR) 1100,00
MccnepoBaHue knewa: CKpuHUHE (mabopaTopHoe nccnegoBaHue knewa ana  |Knew Kay no 4
BbisiBneHuns PHK/OHK Bo36yauTenei nHheKUmMiA, nepeaatoLLmnxcs MKCOA0BbIMU
37 knewamm: PHK Tick-borne encephalitis Virus (TBEV), IHK Borrelia burgdorferi 1600,00
s. I.) (Study of Tick: Screening)
WccnepoBanue knewa: ckpuHuHr (QHK Anaplasma phagocytophillum (kau.), Knewy Kay no 4
400 IHK Ehrlichia muris/chaffeensis (ka4.) (Study of Tick: Screening (Anaplasma 1700,00
phagocytophillum DNA, Ehrlichia muris/chaffeensis DNA, Qualitative))
48[ KomnnekcHoe vccnegoBaHve Knewa Kneuy Kay no4 4200,00
10.32. Knoctpuamos, nceBgomembpaHo3Hbii konut (Clostridium difficile)
PasgensHoe onpeaenenne TokcnHa A n TokcmnHa B Clostridium difficile B kane, |Kan Kay no7
486/479 aHTureHHbIn TecT (Toxin A and B Clostridium difficile. One step rapid 1700,00
10.33. Kokniow (Bordetella pertussis, Whooping Cough)
KI - koachcpLumeHT no3aMTMBHOCTU
247 AnTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) CbiBopotka |KAY+KT1 no 8 1000,00
245 Antutena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis IgG) CbiBopotka |KAY+KT1 no 8 1000,00
246 AntuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) CbiBopoTka |Kau no 8 1000,00
MoceB oTaensiemoro poTtornoTkn Ha 6opaetennel (Bordetella OTtpensemoe |Kay no 9
470 pertussis/parapertussis, Kokntow/napakoknow) (Bordetella POTOrNOTKM 1100,00
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)
OudbdepeHumnpoBaHHoe BoisiBneHve OHK Bordetella species: Bordetella Cockob Kay no7
pertussis (Bo36yauTens koknowwa) u Bordetella bronchiseptica (Bo36yautens
BGpoHX0CenTnKo3a) B cockobe anuTenmanbHbIX KNeTOK CRM3UCTOM POTOrIOTKM
3319 n/vin HocornoTku (Differentiated detection of DNA Bordetella spp.: Bordetella 1200,00
pertussis (pertussis pathogen) and Bordetella bronchiseptica
(bronchosepticosis pathogen) in a scraping of the oropharynx and or
nacanhanun
10.34. KopoHaBupycHas uHdekums (Coronavirus disease 2019, COVID-19)
AHTuTena Kk kopoHaBupycy SARS-CoV-2 (HykneokancugHomy bernky), IgG, CbiBopoTka  |Kau+KI1 no 6
1637 3660TT (Anti-SARS-CoV-2 (nucleocapsid protein), IgG, Abbott) kpoBM 650,00
MocTBakunHanbHble (AnmBakKopoHa, Bektop) aHTutena k SARS-CoV-2 (N-, Kay no7
1639 S-6enkn), SARS-CoV-2-IgG-BekTop, ka4yecTBeHHbI TecT (Post-vaccination 2600,00
(EpiVacCorona Vector) SARS-CoV-2 (N-, S-proteins) antibodies, 1gG,
1641 AHTUTEna K kopoHasupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) CbiBopoTka |Kau no 5 1100,00




AHTUTENA K cnaikoBoMmy (S) 6enky SARS-CoV-2, IgG, kayecTBeHHoe CbiBopoTka |Kay nob5
1652 onpegenexune. OueHka nmmynnteta 1O 1 MNOCIE BakuuHaumm (anti-SARS-  |kpoBu 1300,00
CoV-2 S (spike) protein antibody, 1gG, qualitative. Assessment of immunity
1658 AHTuTena k SARS CoV-2 (S-6enky, Bkntoyast RBD), IgG, konn4yecTBeHHbIN CobiBopoTka |Kon no8 900,00
AHTUTENA, KONMYeCcTBEHHbIE, K cnankoBomy (S) 6enky (RBD) SARS-CoV-2, CbiBopoTka |Kon no4
1659 1gG (Anti-SARS-CoV-2, spike (S) protein (RBD), IgG, quantitative). KpOBM 900,00
AHTUTENA, KONMYECTBEHHBIE, K crarikoBoMy (S) 6enky (RBD) SARS-CoV-2, CbiBopoTka |Kon no4
19G (c BblAaYen cneumnanbHoro 6naxHka pesynbtaTta Ans Bble3xXatoLyx B KpoBM
1663 Mapaunb) Anti-SARS-CoV-2, spike (S) protein, IgG, quantitative (special result 950,00
form for those traveling to Israel).
1641/37 AHTtuTena k kopoHaBupycy SARS-CoV-2, IgM v IgG (Abbott) CbiBopoTka |Kay [o 6 1400,00
1641/58 AHTUTENa K KOpoHaBupycy SARS-CoV-2, .IgM (kauecTBeHHOe onpeaeneHue) n |CoiBopoTka  |Kon no 6 1600.00
1gG (konmuyectBeHHoe onpeaeneHue) (Anti-SARS-CoV-2, IgM/IgG) KpoBM ’
AnTuTena k kopoHaBupycy SARS-CoV-2, IgM (kavecTtBeHHoe onpegeneHue) n |CoiBopoTka |Kon no 6
1641/59 IgG (konnyecTtBeHHoe onpepeneHue) (Anti-SARS-CoV-2, IgM/IgG) KpoBwm 1600,00
Okcnpecc-tecT. AHTUreH SARS-CoV-2 B Ma3ske 13 pOTO- U HOCOTFIOTKMU, Masok Kay 3
2645 «MMBWAH», kauecTBeHHbI (SARS-CoV-2 antigen express test, 1700,00
nasopharyngeal or oropharyngeal smear, qualitative)
KopoHaBupyc SARS-CoV-2, onpegenenne PHK B ma3ske co crnnsunctomn Mas3ok Kay no4
3322COV HocornoTku n potornoTku (Coronavirus SARS-CoV-2 RNA detection in 1700,00
nasopharyngeal and oropharyngeal smear)
10.35. Kopb (Morbillivirus, Measles virus)
2500 IAHTMTeJ‘Ia knacca IgG k Bupycy kopu (Anti-Measles I1gG) CbiBopoTka |Kon no 4 1150,00
10.36. KpacHyxa (Rubella virus)
84 AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella IgG) CbiBopoTka |Kon 3 550,00
85 AHTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) CbiBopoTka |Kau 3 700,00
AHTUTena knacca IgG K aHTUreHam BUpyca KpacHyxu, BbisiBrisieMble Metogom |CbiBopoTka  |Kau no7
1142 nMmmMmyHobnoTTuHra (Anti-Rubella 1IgG, Immunoblot ) KpoBu 3950,00
AnTuTena knacca IgM u IgG k Bupycy kpacHyxu, onpegenenue asmgHocTy (Anti{ CbiBopotka  |Kon [o 6
SRUBIA Rubella IgM, 1gG, lgvidity)g Preyipsey P ( KpOBVIp 1500,00
338CB Onpepenenve PHK (Rubella virus, RNA) B cbiBOpoTKE KpOBM CbiBopoTka |Kau no 10 700,00
10.37. Kpuntocnopnano3s, BoasiHucTas avapesi (KpunTocnopuanu napBym)
Kpuntocnopuaum napsym (Cryptosporidium parvum), auapeiHbiii CUHOPOM, Kan Kay no5
482 aHTurenHbin Tect (Cryptosporidium parvum. One Step Rapid 950,00
10.38. Jlakto6akTepum, nakro6aumnnnsi (Lactobacillus spp.)
345YPO JlaktobakTepum, onpeaenexne ,HHK B cockobe anuTenuarnbHbIX KneTQK Cockob Kon nob5 400.00
yporeHuTansHoro TpakTta (Lactobacillus spp., DNA, Scrape of Urogenital '
10.39. Jluctepuos, nucrepum (Listeria monocytogenes, Listeriosis)
JNuctepun, onpepenexve JHK B cockobe anuTenuanbHbIX KneTok cnuancton | Cockob Kay no 9
3114HOC Hoca (Listeria monocytogenes, DNA, Scrape of Nasal Epithelial Cells)* 400,00
3114101 Jluctepuu, onpenenenve JHK B nnasme kpow (Listeria monocytogenes, DNA, |lMnasma Kay 0o 9 400,00
TNuctepun, onpeaenerve [IHK B cockobe anuTenuanbHbIX KneTok potornoTkn  |Cockob Kay no 9
3114POT (Listeria monocytogenes, DNA, Scrape of Faucial Epithelial Cells)* 400,00
Iluctepuu, onpepenenve OHK B cuHoBmansHow xuagkoctu (Listeria CuHoBuanbHa |Kay no 9
3114CUH monocytogenes, DNA, Synovial Fluid)* S KUAKOCTb 600,00
INuctepun, onpeaenerve JHK B cnmHHOMO3roBow xuakocTy (Listeria CnunHHOMO3ro |Kay no9
3114CMX monocytogenes, DNA, Cerebrospinal Fluid)* Bas XXMOKOCTb 400,00
10.40. Nlam6nuos,naménum (Giardia lamblia intestinalis)
K - koacpcpLumMeHT Nno3aMTMBHOCTU
AHTuTena knaccos IgM, IgG, IgA k aHTUreHam nssMGnuii, cymmapHo (Anti- CbiBopoTka  |kay.* / no7
234 Giardia lamblia IgM, IgG, IgA, Total) KpoBM MHOEKC 900,00
TNambrvm (Giardia liamblia), AuapeviHbIi cMHAPOM, aHTUreHHbI TecT (Giardia  |Kan Kay no7
483 liamblia. One Step Rapid Immunochromotographic Assay) 1050,00
1183 AnTuTena knaccos IgM k aHTUreHam nssmMonuin CbiBopoTka |Kau 0o 6 400,00
10.41. MeHuHruT, MeHnHrokokk (Neisseria meningitides)
10.42. Muko3bl (napa3uTtapHble rpubsl — gepmartodputhl) (Skin and Nail Mycoses)
Mwukpockonuyeckoe nccregoBaHne Ha natoreHHble rpubsl (Microscopic Kau., no 6
995 examination for pathogenic fungi) OnucaTtensH 1100,00
bIi hopmart
Mwukpockonuyeckoe nccnefoBaHve v NoceB Ha NaToreHHble rpubbl Kau., fo 27
1277 (Microscopic examination and Culture for pathogenic fungi) OnucaTenbH 1950,00

bl hopmaTt




MoceB Ha naToreHHble rpubhbl Kau., no 27
1277KOKHI OnucaTenbH 1950,00
bl popmat
10.43. MukonnasmeHHas UHdekuus, mukonnasmos (Mycoplasma genitalium,
Mycoplasma pneumoniae, Mycoplasma hominis) (Mycoplasmosis, Mycoplasma
K - koachpcpLumeHT No3MTMBHOCTU
Mwukonnaama (Mycoplasma hominis), onpeaenexuve HK B moye (Mycoplasma |Moua Kau. no 4
302MOH hominis, DNA? Uiinep;* o A (Hveop 400,00
302CM Mwukonnasma (Mycoplasma hominis), onpeaenenve [JHK B cekpeTe npoctaTthl, |CekpeT MKon no4 400.00
askynaTte (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)* npocTaTbl; '
Mukonnasma (Mycoplasma hominis), onpenenexue [JHK B cockobe Cockob MKon no4
302YPO anuTenManbHbIX KNETOK yporeHutansHoro Tpakta (Mycoplasma hominis, DNA, 400,00
Scrape of Urogenital Epithelial Cells)*
Mwukonnasma (Mycoplasma genitalium), onpenenenve [JHK B moye Moua Kay no4
308MOM (Mycoplasma(ge)r/]itapl)ium, DI\?A, Urine)2 P A 400,00
Mwukonnasma (Mycoplasma genitalium), onpeaenenvne OHK B cekpete CekpeT Kay no4
308cr npocrtarsl, askynaTe (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)* |npocTartsi; 400,00
Mwukonnasma (Mycoplasma genitalium), onpenenexne JHK B cockobe Cockob Kay no4
308YPO anuTenuanbHbIX KNETOK yporeHutansHoro Tpakta (Mycoplasma genitalium, 400,00
DNA, Scrape of Urogenital Epithelial Cells)*
Mwukonnasma (Mycoplasma pneumoniae), onpegenenve JHK B mokpoTe MokpoTta Kay no4
347TMK (Mycoplasma pneumoniae, DNA, Sputum)* 750,00
Mwukonnasma (Mycoplasma pneumoniae), onpegenenve [IHK B nnasme kposu |Mnasma Kay no4
34rnn (Mycoplasma pneumoniae, DNA, Plasma)* KpOBM 550,00
347POT Mwukonnasma (Mycoplasma pneumoniae), onpeaeneHve ,ElH_K B cockobe Cockob Kay no4 500.00
anuTenuanbHbIX KneTok potornoTku (Mycoplasma pneumoniae, DNA, Scrape '
Mwukonnaama (Mycoplasma pneumoniae), onpegenerve OHK B crntoHe CnioHa Kay no 4
347CIH (Mycoplasma(pn)t/eun?oniae, BNA, Saliva))* P 500,00
179/80 Antutena knaccos IgM v IgG k Mycoplasma hominis (Anti-Mycoplasma CobiBopotka |KAY+KI no 8 1300,00
179 AnTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) |CeiBopotka |Kay no 8 850,00
180 AntuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgG) |CeiBopotka |KAY+KI [o 6 700,00
181/82 AHTMTena_ knaccos IgM un IgG k Mycoplasma pneumoniae (Anti-Mycoplasma  [CeiBopoTka |KAY+KT] no 8 1100.00
pneumoniae IgM, IgG) KpoBM ’
181 AnTtuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma CbiBopoTka |Kau no 8 650,00
182 AntuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma CbiBopotka |KAY+KI no 8 650,00
1367 AHntuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma CbiBopotka |KAY+KI no 8 900,00
1178 AxTuTena knacca IgA k Mycoplasma hominis CbiBopoTka |Kay 0o 6 700,00
10.44. MukpobuoueHo3 yporeHutansHoro Tpakrta (Urogenital Tract Microbiocenosis)
JlakTobakTepuu, onpeaenenve [HK B cockobe anutenmanbHbIX KNeTok Cockob Kon nob5
345YPO yporenuTanbHoro TpakTa (Lactobacillus spp., DNA, Scrape of Urogenital 400,00
396YPO Baktepouvabl, onpegenenve HK B cockobe anuTenmasnbHbIX KNeTok Cockob Kay no5 400.00
yporeHuTanebHoro TpakTa (Bacteroides spp., DNA, Scrape of Urogenital '
Mo6unyHkyc, onpegenenue IHK B cockobe anutenuanbHbIX KNEToK Cockob Kay no5
397YPO yporenuTansHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital 400,00
380 CKPUHWHI MUKpOodhIiopbl yporeHutasnbHoro Tpakta. demodriop CKpuH. Cockob Kau., Kon. no 8 2300.00
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel '
BeisiBnexune Bo3byautenen UMMM (7 + KBM), cockob anutenuanbHbix knetok |Cockob Kay nob5
383HCK yporenuTanbHoro TpakTa (Identification of Sexually Transmitted Infections (STI) 1850,00
Pathogens, Scrape of Urogenital Epithelial Cells)*
MccnepoBaHue GroLieHo3a yporeHuTansHoro Tpakta. ®emodpnop 8. Cockob Kau., Kon. no 8
386 (UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femofior 8)) 1800,00
WccnepoBaHuve GroleHosa yporeHutarnsHoro Tpakta. demodrop 16. Cockob Kau., Kon. no 8
372 (UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femofior 16)) 2600,00
MHBUO®IIOP - koMnnekcHoe uccrnegoBaHme Mykpodnopsl yporenutansHoro | Cockob Kau., nob5
3020 TpakTa (INBIOFLOR - Comprehensive Study of Microflora Composition of Monykon. 3550,00
BrisiBneHue Bo3byautenen UMMM (4 + KBM): onpeaenenve OHK Chlamydia |Cocko6 Kay no5
trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma
3025 genitalium, JHK venoseka (ldentification of Sexually Transmitted Infections 1600,00
(STI) Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA,
Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )
3022 BakTtepuanbHbIn BarnHo3 (Bacterial Vaginosis, BV) Cockob Kon 0o 5 1700,00
MHBUO®IIOP - ycrnoBHo-naToreHHble MUKONnasmbl YernoBeka Cockob MKon no5
3026 (yporenutansHbin ckpuHuHr) (INBIOFLOR — Mycoplasma, Urogenital 650,00
3021 KaHanpos, ckpuHuHr n TnuposaHme (Candidiasis, Screening and Typing) Cockob MKon no 5 1100,00
3023 Kanaonnos, ckpunuHr (Candidiasis, Screening ) Cockob MKon no5 500,00
3024 Kangnnos, Tunuposanuve (Candidiasis, Typing) Cockob MKon no5 900,00
YCnoBHO-NaTOreHHble MUKOMNMa3Mbl, MOHUTOPUHT 3PEKTUBHOCTU NeYeHNs Cockob MKon no5
3027 (Ureaplasma urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring 500,00
YCnoBHO-NaTOreHHble MUKOMa3Mbl, MOHUTOPUHT 3¢h(PEKTUBHOCTUN NEYEHNA Cockob MKon no5
3028 500,00

(Ureaplasma parvum) (Ureaplasma parvum, Effectiveness Monitoring of




YCnoBHO-NaToreHHble M1KONa3mbl, MOHUTOPUHI 3pEKTUBHOCTU NeYeHus Cockob [MKon nob5
3029 (Mycoplasma hominis) (Mycoplasma hominis, Effectiveness Monitoring of 500,00
AHgpodnop, nccnegoBaHue MUKpodnopbl YporeHTanbHoro Tpakta Myx4umH B | Cockob MKon no 8
cockobe anuTenuanbHbIX KNETOK yporeHuTtansHoro Tpakta (Androflor®REAL-
3150¥PO TIME PCR Detection Kit, the study of men’s urogenital tract microbiocenosis in 3000,00
the epithelial scrapes from the balanus, urethra)
Angpodnop CkpuH, nccnegoBaHve MMKpodriopbl yporeHUTanbHoro Tpakra Cockob MKon no 8
MY>XUYVH B cOCKoOe anuTenmarnbHbIX KIeTOK yporeHUTanbHoro Tpakta
3250YPO [ Androflor® Screen REAL-TIME PCR Detection Kit, the study of men’s 2200,00
urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
3152 AHgpodnop, vccnegoBaHe MUKpodnopbl YPOreHMTanbHoro Tpakta MyXyvH B | OakynaTt Kon no7 2900,00
3153 AHgpodrop, uecneaosarve MUKPOIIOPbI YPOreHUTarnbHOro Tpakta My>u4nH B | CekpeT Kon no7 2900.00
cekpeTe npeacTaTenbHOl Xernesbl npocTarsbl ’
Angpodnop CkpuH, nccnegoBaHve MMKpodriopbl yporeHUTanbHoro Tpakra SakynaT Kon no7
3252 MYXXUVH B 3KynsaTe 2750,00
Angpodnop CKpuH, uccrnefoBaHvie MUKPOopbl yporeHUTanbHoro Tpakta CexpeT Kon no7
3253 MY>XUYVH B CEKpETe npeacTaTerisHOM Xenesbl npocTarsbl 1950,00
MHBNO®JIOP-3KCIEPT. PacwupeHHoe nccnegoBaHue MyKpodnopbl Cockob MKon+Kauy no5
3032 YpPOreHUTanbLHoro Tpakra. 2250,00
3033 MH6unodprop CkpuH. CKpUHWMHIoBOE uccrefoBaHve MUKpodopsbl Cockob MKon+Kay no5 1850,00
3034 MH6modbnop Makcu Cockob Kon no5 4850,00
3036 Buodhnop Cockob Kon no5 1750,00
10.45. MobunyHkyc (Mobiluncus curtisii, M. mulieris)
Mo6unyHkyc, onpegenenue [IHK B cockobe anutenuanbHbIX KNETOK Cockob Kay nob5
397YPO yporenuTanbHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital 400,00
10.46. OnucTopxo3 (kowa4ubsa AByycTka, Opisthorchis felineus)
KI - koadppnMEeHT NO3UTUBHOCTH
230 AnTtuTena knacca IgG k aHtureHam onmctopxuca (Anti-Opisthorchis felineus CbiBopoTka |Kau no 6 950,00
anti-Opisthorchis felineus IgM, IgG n LINK (aHtutena knaccos IgM, IgG n LINK |CeiBopoTka  |Kau [o 6
1184 K aHTUreHam Opisthorchis felineus (kowwayben OByyCTKM), OMUCTOPXO3) KpoBw 850,00
10.47. OcTpble kuweyHble nHgekumnm (Acute Intestinal Infections)
33111KAJl OHtepoupychl, onpegenenve PHK B kane (Enterovirus, RNA, Fecal) Kan Kay 0o 6 650,00
OcTpble kuweyHble uHdekumn, MLP-ckpuHUHT BocbMuy BakTepuarnbHbIX 1 Kan Kay 0o 6
33121KAN BMPYCHbIX BO3OYAMTENEN OCTPbIX KULEeYHbIX MHdekLmi B kane (Acute Intestinal 1750,00
Infections, PCR, Fecal)
OcTpble kuweYvHble nHdekumm, MLP-CKpUHUMHE TPEX BUPYCHbIX BO30yauTenen, |Kan Kay 0o 6
33122KAN Kan ’()Acute Intestinal In?;ctions, PIC-:lR, Fe?cal) P > g 1500,00
HOPOBUWPYC (Norwalk virus) - auapeiiHbiii cCMHOPOM, BbisiBNeHWe HopoBupyca|Kan Kay no7
496NOR renorpynn | u Il B kane, nmmyHoxpomaTtorpadgus (Norwalk virus Gl , Gll, One 1850,00
step rapid immunochromotographic assay, antigen, stool)
10.48. NMapakokniow (Bordetella parapertussis)
MoceB oToensiemoro potornoTku Ha 6opaeTtennsl (Bordetella Otpensiemoe |Kay no9
470 pertussis/parapertussis, kokniow/napakoknioL) (Bordetella pPOTOrMoTKU 1100,00
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)
10.49. NMapBoBupyc B19 (Parvovirus B19)
3324CB Mapsosupyc B19, onpepenenne JHK CbiBopoTka |Kau no7 950,00
3324POT Mapeosupyc B19, onpepenenne JHK Cockob Kay no7 950,00
3324CINH Mapeosupyc B19, onpepenenne JHK CroHa Kay no7 950,00
10.50. MapoTut anngemnyeckun (Epidemic Parotitis, Mumps)
K - koacppnLumeHT Nno3aMTMBHOCTU
252 AnTuTena knacca IgG k Bupycy anvgemundeckoro napotuta (Anti-Mumps IgG) |CbiBopotka |KAY+KI no7 900,00
253 AnTuTena knacca IgM k supycy anngemmyeckoro napotuta (Anti-Mumps IgM) |CeiBopoTtka  |Kay no 9 900,00
10.52. MpocTenwme: au3eHTepuinHaa ameba, namé6nus, 6anaHTugun (Entamoeba
histolytica, Giardia intestinalis, Balantidium coli)
159MNMPO |AHaJ‘IVI3 kana Ha npocteviwme (PRO Stool) Kan Kay no 4 600,00
10.53. NpoTo3omHbie nH(ekumnm (Protozoal infections)
CKpPVHUHIOBOE MCCreoBaHMe Ha BbisiBNEHWE BO30yanUTENen KnLLEeYHbIX Kan Kay no5
napasuto3oB (Namb6nuosa, amebuasa, 6GnacToLMCTHON NHBA3UK,
3349 Kpuntocnopuauosa, nsocnoposa) Mmetogom NLP, Tect-cuctema MpoTo-ckpuH 2300,00
(Screening of intestinal parasitoses. PROTO-screen assay)
10.54. PecnupatopHO-CMHLUMTUaNbLHas MHdeKkumnsa (pecnupaTtopHO-CUHLUTUATIbHBIN
Bupyc) (Respiratory Syncytial Virus, RSV)
AHTtuTtena knacca IgG k pecnupaTopHo-cuHUMTManeHoMy Bupycy (Anti- CbiBopoTka |[MKon no9
248 Respiratory Syncytial Virus (RSV) IgG) KpoBu 950,00




AHTUTEna knacca IgM k pecnnpaTtopHO-CUHUUTUaNsHOMY BUpycy (Anti- CbiBopoTka |[MKon no9
249 Respiratory Syncytial Virus (RSV) IgM) KpoBw 950,00
OPBW-ckpuH, MLP ckpuHuHr 4 Havbonee 3HauMbIx BO3byauTtenen Cockob no5
3NMAEMUYECKNX N CE30HHBIX OCTPbIX PECNMPATOPHbIX BUPYCHBIX MHAEKLNIA
3361 yenoseka (ARVI-screen, PCR screening of 4 most common pathogens of 2350,00
epidemic and seasonal acute respiratory viral infections in humans)
OPBW-makc, MUP ckpuHUHF 15 Hanbornee YacTo BCTpeYaroLLMxcst Cockob no5
BO30yAMTENel anNMaeMMYEeCKUX N CE30HHbIX OCTPbIX PECMMPATOPHBIX BUPYCHBIX
3362 nHdekumn yenoseka (ARVI-max, PCR screening of 15 most common 4100,00
pathogens of epidemic and seasonal acute respiratory viral infections in
10.55. Pukketcuos, Tud coinHoun (pukkercum) (Typhus, Rickettsia prowazekii)
PMIA ¢ cbinHOTMMO3HLIM AnarHOCTUKYMOM pukkeTcui [Nposayeka (Rickettsia |CbiBopotka  |[MKon no9
283 prowazekii, IHA) KpOBM 650,00
10.56. PotraBupycHasa nHdekuus (potraBupyc) (Rotavirus)
PotaBupyc (Rotavirus), avapeiHbiin CMHOPOM, aHTUreHHbI TecT (Rotavirus Kan Kay no7
463 Direct Detection by Latex Agglutination) 650,00
10.57. CanbMoHennbI (Tud 6prowHon, napatud, canbmoHennes, Salmonella spp.)
273 AHTuTena k Salmonella typhi, PINIA (Salmonella typhi Antibodies, IHA) CbiBopotka |MKon no7 750,00
288 PIIrA ¢ Salmonella gr.A (Salmonella gr.A, IHA) CbiBopotka |IMKon no7 700,00
289 PIMIrA ¢ Salmonella gr.B (Salmonella gr.B, IHA) CbiBopotka |MKon no7 700,00
290 PIMIrA ¢ Salmonella gr.C (Salmonella gr.C, IHA) CbiBopotka |MKon no7 700,00
292 PIMIrA ¢ Salmonella gr.D (Salmonella gr.D, IHA) CbiBopotka |MKon no7 700,00
293 AHtuTena k Salmonella gr.E, PMNIA (Salmonella gr.E Antibodies, IHA) CbiBopotka |MKon no7 700,00
287 PIMIrA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) CbiBopotka |MKon no7 700,00
MoceB Ha naToreHHyto kuwweyHyto cdropy (Stool Culture (Salmonella spp., Kan; Kay no 8
457-N Shigella spp.). Bacteria Identification) PekTanbHbin 900,00
[MoceB Ha NaToOreHHyo K1LLeYHyto ropy, onpeaeneHne YyBCTBUTENLHOCTM K |Kan; Kay no 12
457-A aHTUMUKpobHbIM NpenapaTtam (Stool Culture (Salmonella spp., Shigella spp.). |PekTanbHbii 1000,00
Bacteria Identification and Antibiotic Susceptibility Testing) Ma3oK
[MoceB Ha NaToOreHHylo KuLeYHyto dropy, onpeaeneHne YyBCTBUTENBLHOCTM K |Kan; Kay no 12
457-0 aHTUMUKPOBHBIM NpenapaTtam u baktepuodaram (Stool Culture, Salmonella PekTanbHbin 1100,00
spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and Ma3okK
10.58. Cuchunuc (Treponema pallidum, Syphilis)
Cudunmc RPR — anTukapavonunuHoBein TecT (Syphilis RPR (Rapid Plasma  |CeiBopotka  |[MKon nob5
69 Reagins), Anticardiolipin Test) KpoBw 400,00
AHTuTena knaccos IgM 1 IgG k Treponema pallidum, cymmapo (Anti- CbiBopoTka |Kau 3
70 Treponema pallidum IgM, IgG, Total) KpoBu 450,00
221 AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) |CbiBopoTka |Kau no 9 950,00
AnTtutena knacca IgM k Treponema pallidum, BbisBnsieMble METOAOM CbiBopoTka |Kau no7
1206 MMMyHOG6noTTUHra (Anti-Treponema pallidum IgM, Immunoblot ) KpoBM 3900,00
AxTuTena knacca IgG k Treponema pallidum, BbisSiBNsieMble METOOOM CbiBopoTka |Kay no7
1205 MMMYHOG6oTTMHra (Anti-Treponema pallidum IgG, Immunoblot ) KpoBu 3900,00
BnepnHas TpenoHema, onpenenenne HK B cockobe anutenuanbHbix knetok | Cockob Kay no4
34613 KOHBIOHKTMBBI (Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial 400,00
BnenHas TpenoHema, onpeaenenve OHK B cockobe anutenuanbHbix knetok | Cockob Kay no 4
346KOX koxwu (Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)* 400,00
346MOY BbnepgHas TpenoHema, onpegenenve OHK B moye (Treponema pallidum, DNA, |Moua Kay no 4 400,00
BbnenHas TpenoHema, onpegenenve OHK B otaensemom (Treponema Otpensiemoe |Kay no4
346070 pallidum, DNA, Secretion)* 400,00
BnenHas TpenoHema, onpeaenenve OHK B cockobe snutenuanbHbix knetok | Cockob Kay no 4
346POT potornoTku (Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)* 400,00
BnenHas TpenoHema, onpegenenve [HK B ceiBopoTke kpoBu (Treponema CbiBopoTka |Kay no4
346CB pallidum, DNA, Serum)* KpoBM 550,00
BrnegHas TpenoHema, onpegenerne OHK B CNIMHHOMO3roBOM XMOKOCTH CnuHHoMo3ro |Kay no 4
346CMXK (Treponema pallidum, DNA, Cerebrospinal Fluid)* Bas XWOKOCTb 400,00
BrnegHas TpenoHema, onpeaenenne [1HK B cekpeTe npocTaThl, 3AKynsaTe OsaKynsrT; Kay no 4
346CM (Treponema pallidum, DNA, Prostatic Fluid, Semen)* CekpeT 400,00
BnegHas TpenoHema, onpegenerne HK B cockobe anutenuanbHbix knetok | Cockob Kay no 4
346YPO yporeHuTansHoro Tpakta (Treponema pallidum, DNA, Scrape of Urogenital 400,00
10.59. CtadomnokokkoBasi UHpeKUus (cTacdmnokokk 3onoTuctbin, Staphylococcus
MoceB Ha 30M0TUCTbIN CTAUIOKOKK (METULMININH-PE3UCTEHTHBIV 30M10TUCTBIN | Ma3ok; Kon. no9
cragunokokk, MP3C) (Staphylococcus aureus) (Staphylococcus aureus OTtpensemoe
468-11 (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Hoca; 750,00
Identification) OTtgensemoe




[MoceB Ha 30M0TUCTLIV CTadUITOKOKK (METULMITIMH-PE3UCTEHTHBIN 30M10TUCTbIN | Ma3ok; Kon. no9
ctacunokokk, MP3C) (Staphylococcus aureus), onpegeneHue Otpensiemoe
468-A YyBCTBUTENBHOCTU K aHTUMUKPOGHBLIM Npenapatam (Staphylococcus aureus Hoca; 750,00
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Otpensemoe
Identification and Antibiotic Susceptibility Testing) HOCOTTIOTKM;
[MoceB Ha 30M0TUCTBIN CTAUIOKOKK (METULMIINH-PE3UCTEHTHBIV 30M10TUCTBIN | Ma3ok; Kor. no 9
ctacunokokk, MP3C) (Staphylococcus aureus), onpegenexue Otgensiemoe
468-P YyBCTBUTENBHOCTY K PacLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaTos Hoca; 1100,00
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) |Otaensiemoe
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing) HOCOTTOTKY;
[MoceB Ha 30M0TUCTLIV CTaUITOKOKK (METULIMITIMH-PE3UCTEHTHBIN 30M10TUCTbIN | Masok; Kon. no 9
ctadunokokk, MP3C) (Staphylococcus aureus), onpegerneHve OTpensiemoe
468-® YYBCTBUTENbHOCTU K aHTUMUKPOOHBLIM NpenapaTtamM u 6aktepuodaram Hoca; 950,00
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) |Otaensiemoe
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage HOCOTNOTKM;
MoceB Ha 3omoTuCTbIN cTadmnokokk (Staphylococcus aureus) (Staphylococcus |OTaensiemoe |kon. no 9
459-M aureus Culture. Bacteria Identification) Hoca; 750,00
OTtpensiemoe
[MoceB Ha 3onoTucTbIN cTadunokokk (Staphylococcus aureus), onpegenenve  |IHow; Kon. no 9
YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM Npenapatam (Staphylococcus aureus pygHoe
Culture. Bacteria Identification and Antibiotic Susceptibility Testing) MOJIOKO;
PekTanbHbIn
459-A Mas3ok; 750,00
Copaepxummoe
abcuecca;
Copaepxummoe
uuchineTNATS
MoceB Ha 3omoTucTbIN cTadunokokk (Staphylococcus aureus), onpegenenne |Okccynar; Kon. no 10
YYBCTBUTENbHOCTY K PACLLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaTos OTtpensiemoe
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic Susceptibility, | paHbi;
Enlarged Testing) OTpensiemoe
459-P POTOrMOTKY; 1100,00
PekTanbHbIn
Ma3s0k;
Copaepxumoe
afcliecca:
MoceB Ha 3omoTucTbIN cTadmnokokk (Staphylococcus aureus, onpenenenve  |How; Kon. no9
YYBCTBUTENbHOCTU K aHTUMUKPOOHBLIM NpenapaTtamM u 6aktepuodaram 'pyoHoe
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic Susceptibility | monoko; Kan;
and Bacteriophage Efficiency Testing) OTpensiemoe
459-0 HoCa; 1100,00
OTtpensiemoe
HOCOTTOTKY;
OTpensiemoe
02\XIA°
10.60. Cton6Hsk (Tetanus)
876 |AHTI/ITeJ'Ia knacca IgG k cton6HsiyHoMy aHaTokcuHy (Anti-Tetanus toxoid IgG) |CeiBopoTka  |Kon no 10 1300,00
10.61. CtpenTokokkoBasi MHthekUumA (cTpenTokokku rpynn A u B) (Streptococcus
group A, B, S. pyogenes, S. agalactiae) (Streptococcal Infection)
348MK Crpentokokk, onpegenexne [JHK B mokpote (Streptococcus spp., DNA, MokpoTa Kay no7 900,00
348071 Crpentokokk, onpegenenve [JHK B nnasme kposu (Streptococcus spp., DNA, |lMNnasma Kay no7 750,00
CrpenTokokk, onpefenexne [JHK B cockobe anuTenmanbHbIX KNeTok Cockob Kay no7
348POT poTornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)* 700,00
348CJIH CrpenTokokk, onpefenexne [JHK B cnioHe (Streptococcus spp., DNA, Saliva)* |CrnioHa Kay no7 700,00
MoceB Ha BeTa-remonMTUYECKUi CTPENTOKOKK rpynmbl A (Streptococcus group |Koxa; Kor. po 10
466 A, Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria Otgensiemoe 1050,00
MoceB Ha BeTa-remonuMTUYecknin CTpenTokokk rpynnbl A (Streptococcus group |Koxa; Kon. no 10
A, Streptococcus pyogenes), onpefeneHne YyBCTBUTENbHOCTU K OTpensiemoe
466-A aHTUMUKPOBHBIM NpenapaTtam (Streptococcus pyogenes Culture. Bacteria POTOrNOTKY; 1100,00
Identification and Antibiotic Susceptibility Testing) Copepxvmoe
MoceB Ha BeTa-remonMTUYEecKnin CTPENTOKOKK rpynmnbl B (Streptococcus group |OTaensiemoe |kon. po 10
454-N B, Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria NoroBbIX 900,00
[MoceB Ha GeTa-remonuTUYECKUiA CTPENTOKOKK rpynnbl B (Streptococcus group |OTaensiemoe |kon. no 10
B, Streptococcus agalactiae), onpegeneHue 4yBCTBUTENBLHOCTY K MosioBbIX
454-A aHTUMUKPOBHBIM NpenapaTtam (Streptococcus agalactiae Culture. Bacteria opraHos 1200,00
Identification and Antibiotic Susceptibility Testing)
33103Mn MHeBMokokk, onpegenenve OHK B nnasme kposu (Streptococcus pneumoniae, | Mnasma Kay no7 700,00
33103CJ1H  |MHeBmokokk, onpegenenne OHK B critoHe (Streptococcus pneumoniae, DNA) |CritoHa Kay no7 700,00
MHeBMOKOKK, onpeaeneHve JHK B cockobe anuTenuarnbHbIX KNeTok Cockob Kay no7
33103POT poTtornoTku (Streptococcus pneumoniae) 700,00
33103MK IMHeBmokOKK, onpeaenerHve JHK B mokpoTe (Streptococcus pneumoniae, MokpoTta Kay no7 700,00




CrpenTokokk rpynnsl B, onpenenexve JHK (Streptococcus agalactiae DNA) B |Cocko6b Kay nob5
354KOX cockobe anuTenuanbHbIX KNETOK KOXKW 1050,00
354MO4 CrtpenTokokk rpynnel B, onpeaenexuve OHK (Streptococcus agalactiae DNA) B |[Mouya Kay no5 1100,00
CrpenTokokk rpynnel B, onpenenenvne [HK (Streptococcus agalactiae DNA) B |Cocko6 Kay no5
354POT cocF:)Ko6e SI'IIATeE)'I}IIAaJ'IbeIX KfleTOK pomrﬂomvf P ° ) 1050,00
CrtpenTtokokk rpynnbl B, onpegeneHne OHK (Streptococcus agalactiae DNA) B |Otgensiemoe |Kau no5
354YPO cockobe anuTenuanbHbIX KNETOK YPOreHUTarnbHOro Tpakra MosoBbIX 1300,00
354MPK CrtpenTtokokk rpynnel B, onpeaenexue OHK (Streptococcus agalactiae DNA) B |Cockob Kay no5 1050.00
cockobe anuTenuanbHbIX KNETOK CrIM3UCTOM NPSIMOM KULLIKU ’
10.62. CtpoHrunonpo3s (Strongyloides stercoralis)
1372 |AHTI/ITeJ'Ia knacca IgG k aHTureHam cTpoHrunongosa (Anti-Strongyloides CbiBopoTka |Kau [o 9 1400,00
10.63. T-numcpoTponHbin BUupyc (Deltaretrovirus, Human T-Lymphotropic Virus,
AntuTena knacca IgG k T-numcoTponHomy Bupycy Yernoseka Tuna 1 un 2 Tunos|CeiBopoTka  |Kau no 10
1208 (Anti-HTLV-1, 2 IgG ) KpoBwm 1000,00
10.64. Tokcokapo3 (Tokcokapa, Toxocara canis)
KN - koadpcpmuLumeHT Nno3uTUBHOCTH
AHTtuTtena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara IgG) CbiBOpoTKa |kay.* / no 6
232 KpOBM VHOEKC 850,00
10.65. Tokconna3mo3 (Tokconnasma) (Toxoplasmosis,Toxoplasma gondii)
80 AntuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) CbiBopotka |Kon 3 500,00
81 AnTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) CbiBopotka |Kay 3 650,00
1TOXOIA AHTI{ITeJ'Ia Krnaccos IgM"m 19G « Toxoplgsma gondii, onpegenexue asngHoctn |CeiBopoTka |Kon [o 6 1400.00
(Anti-Toxoplasma gondii IgM, IgG, Avidity) KpoBw '
335BIMT Tokconna3sma, onpegenenuve [JHK B Bbinote (Toxoplasma gondii, DNA, BbInoTbl Kay no 4 400,00
335CB Tokconna3sma, onpegenenve [JHK B coiBopoTke kposu (Toxoplasma gondii, CbiBopoTka |Kay no 4 550,00
Tokconna3sma, onpegenenve [JHK B cnmHHomo3sroBow xuakoctu (Toxoplasma  |CnuHHomosro [Kay no 4
335CMX gondii, DNA, Cerebrospinal Fluid)* Bas XWUOKOCTb 400,00
10.66. TpuxuHennes (TpuxmuHenna, Trichinella spiralis)
K - koacpcpLmMeHT No3MTUBHOCTU
233 IAHTI/ITeJ'Ia knacca IgG k aHturenam TpuxviHenn (Anti-Trichinella 1gG) CbiBopotka |Kay no7 800,00
10.67. TpxomoHuas (TpuxomoHaga) (Trichomonas vaginalis, Trichomoniasis)
KI - koadppnLMEeHT NO3UTUBHOCTH
307MO4 TpuxomoHaaa, onpegenenve [JHK B moye (Trichomonas vaginalis, DNA, Moua Kay no 4 400,00
307Cn Tpl_/lXOMOHa,qa, onpe,qeneHme OHK B c_ere_Te npoctaTbl, 39KynaTe CekpeT Kay no4 400.00
(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)* npocTaTsl; '
TpuxomoHaaa, onpeaenenve [1HK B cockobe anuTenmnanbHbIX KNeTok Cockob Kay no 4
307YPO yporenuTanbHoro TpakTa (Trichomonas vaginalis, DNA, Scrape of Urogenital 400,00
10.68. Ty6epkynes (Mmmkobaktepum Ty6epkynesa) (Mycobacterium Tuberculosis)
KI - koadppuLIMEeHT NO3UTUBHOCTH
1266 AHTI{ITeJ‘Ia Knaccqa IgM, IgA, IgQ k Mycobacterium tuberculosis, cymmapHo CbiBopoTka  |Kau no 11 1800.00
(Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total) KpoBM ’
MukobakTepumn Ty6epkynesa, onpeaenenve [HK B Bbinote (Mycobacterium BbinoTsl Kay no 6
341BOT tuberculosis‘? DNX, Ef(u)tldate)* P W 400,00
341MK MI/IKOGaKT'epI/II/I Tybepkynesa, onpegenenve HK B mokpoTe (Mycobacterium |MokpoTa Kay no 6 250,00
tuberculosis, DNA, Sputum)* '
MukobakTepum TyGepkynesa, onpeaenexne JHK B MeHcTpyarnbHOM KpoBu Knetkn Kay no 6
341MHC (Mycobacterium tuberculosis, DNA, Menstrual Blood)* 3aHOoOMeTpUs 400,00
MwukobakTepun Ty6epkynesa, onpefenexne JHK B moye (Mycobacterium Moua Kay no 6
341MOH tuberculosis, DNA, Urine)* 400,00
MukobakTepum TyGepkynesa, onpeaenerue [1HK B cbiBOpoTke KpoBU CbiBopoTka |Kay no 6
341CB (Mycobacterium tuberculosis, DNA, Serum)* KpoBM 550,00
MwukobakTepum Ty6epkynesa, onpeaenexne [1HK B cuHoBuanbHom xugkoctn | CuHoBumanbHa |Kay no 6
341CWH (Mycobacterium tuberculosis, DNA, Synovial Fluid)* A1 KUAKOCTb 600,00
Mukob6akTepum TyGepkynesa, onpeaenexne JHK B cnmHHomosroBoi xuakocTu | CnmHHomosro (Kau no 6
341CMXK (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)* Bas XMOKOCTb 400,00
MukobakTepun Ty6epkynesa, onpefenexne [1HK B cekpeTte npoctaThl, CekpeT Kay 0o 6
341cn askynsaTe (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)* npocTarbl; 400,00
1547 Bpyuenna-IgM (Brucella, IgM) CbiBopoTka |Kay ao 11 950,00
1548 Bpyuenna-lgG (Brucella, IgG) CbiBopotka |KAY+KT1 ao 11 795025,00
1546 Bpyuenna-IgA (Brucella, IgA) CbiBopotka |Kau ao 11 850,00
10.69. Ypeanna3smo3s (ypeanna3smsl) (Ureaplasmosis, Ureaplasma spp., Ureaplasma
urealyticum, Ureaplasma parvum)
K - koadpcpmuLmeHT Nno3nTUBHOCTH
264 AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum [CbiBopotka  |KAY+KI1 0o 6 700,00
265 AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum |CbiBopotka  |Kau 0o 6 700,00
1151 Antutena knaccos IgG u IgA k Ureaplasma ureal CbiBopoTka  |MKon+Kay 0o 6 1100,00
303MOY Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpeaenexvne AHK B |Moua Kau. no 4 400,00

moue (Ureaplasma urealyticum (T-960), DNA, Urine)*




Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpegenenvne JHK B |CekpeTt [MKon no4
3oacn cekpeTe npoctaTbl, 3akynsaTe (Ureaplasma urealyticum (T-960), DNA, npocraTbl; 400,00
Ypeannasma (Ureaplasma urealyticum) (6uoap T-960), onpegenenve JHK B |Cocko6 MKon no4
303YPO cockobe anuTenuanbHbIX KNETok yporenutaneHoro Tpakta (Ureaplasma 400,00
urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)*
Ypeannasma (Ureaplasma parvum), onpegenenve IHK B moye (Ureaplasma |Moua Kau. 04
342MoH pzrvum, DNA(, Uring)* P ) onpea A ( P 3 400,00
342CT1 Ypeannasma (Ureaplasma parvum), onpe,qengHMe p,HK B cekpeTe npocTathbl, |CekpeT MKon no4 400.00
askynaTe (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* npocTaTbl; '
Ypeannasma (Ureaplasma parvum), onpegenenuve OHK B cockobe Cockob MKon no4
342YPO anuTenuanbHbIX KNeToK yporeHnTanbHoro Tpakta (Ureaplasma parvum, DNA, 400,00
Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenenve |Moua Kau. no4
343MOH OHK B moye (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)* 400,00
Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenenne |Cekpet MKon no4
343CN [HK B cekpeTe npoctarsl, askynsate (Ureaplasma urealyticum + Ureaplasma |npocTaTtbl; 400,00
parvum, DNA, Prostatic Fluid, Semen)* SakynsaT
Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenenue |Cocko6 MKon no4
343YPO [OHK B cockobe anuTenuanbHbIX KNETOK yporeHutansHoro Tpakta (Ureaplasma 400,00
urealyticum + Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial
10.70. Xenuko6akTtepHas nHdpekums (xenukobakrep) (Helicobacter pylori)
KI - koadppnLMEeHT NO3UTUBHOCTH
133 AntuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) CbiBopotka |Kau no4 500,00
176 AntuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) CbiBopoTka |Kon no 8 850,00
177 Antutena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) CbiBopoTka  |Kkon. no 8 850,00
AnTuTena knacca IgG k Helicobacter pylori, BoisBnsiemble MeTogom CbiBopoTka  |Kau no7
258 mMMyHobnoTTuHra (Anti-Helicobacter pylori IgG, Immunoblot) KpoBw 2100,00
AHTUTena knacca IgA k Helicobacter pylori, BbisiBnsiemble meTogom CbiBopoTka |Kay no7
259 nMmMmyHobnoTTuHra (Anti-Helicobacter pylori IgA, Immunoblot) KpoBu 2100,00
1303HEL "*C-ypeasHbii gbixatenbHbivi TecT (*C-YOT, 13C-Urea Breath test, [[Mpo6bi MKon no9
1303HEL UBT). BeisiBnenve nHdekumm Helicobacter pylori BblablXaemor 2600,00
XenukobakTtep nunopu, onpegenenve HK B GuonTtate cnuaucToi xenyaka BuonTtart Kay no7
3158XEN w/vnu aBeHaguaTunepcTHom kuwkm (Helicobacter pylori, DNA, Bioptates of 900,00
Gastric Mucosa and/or Duodenum, PCR)
10.71. XnamnpgmunHasa nidekuus, xnammanos (xnammpum) (Chlamydiosis, Chlamydia
Infection, Chlamydia trachomatis, Chlamydophila pneumoniae)
KI - koadhcpumeHT no3anTMBHOCTU
105 AntuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis CbiBopoTka |Kau 0o 6 600,00
106 Antutena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis  |CeiBopotka [Kau 0o 6 600,00
AHTuTena knaccos IgA n IgG k Chlamydia trachomatis, pazgenbHo (Anti- CbiBopoTka |Kau no 6
105/6 Chlamydia trachomatis IgA, 1gG) KpoBwm 1150,00
188 AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis  |CbiBopoTtka |Kau no7 800,00
184/85 AHTVITeJ'Ia. knacca IgM un IgG k Chlamydophila pneumoniae (anti-Chlamydophila |CbiBopoTka  |Kau no 8 1200.00
pneumoniae IgM, IgG) KpoBHM '
AHTuTena knacca IgG k 6enky Tennosoro woka (BTLW) Chlamydia trachomatis |CbiBopotka |KAY+KI no 8
1495 (Anti-cHSP60 IgG) KpoBM 950,00
Xnamuaus (Chlamydia trachomatis), onpeaenenne AHK B Beinote (Chlamydia |BbinoTsl Kay no4
301BAT trachomatis, DNA, Exudate)* 450,00
Xnamuaus (Chlamydia trachomatis), onpegenenne OHK B cockobe Cockob Kay no 4
301rns anunTenuanbHbIX KNeToK KoHbIoHKTMBLI (Chlamydia trachomatis, DNA, Scrape 450,00
Xnamuaus (Chlamydia trachomatis), onpegenexne JHK B moye (Chlamydia Moua Kay no4
301MOH trachomatis, DNA, Urine)* 450,00
Xnamuaus (Chlamydia trachomatis), onpegenenne OHK B cocko6e Cockob Kay no4
3011PK anuUTenuanbHbIX KNeTOK crvancTon npsMoi kuwku (Chlamydia trachomatis, 450,00
Xnamuaus (Chlamydia trachomatis), onpeaenenne JHK B cocko6e Cockob Kay no4
301POT anuTenuanbHbix knetok potornotku (Chlamydia trachomatis, DNA, Scrape of 450,00
Xnamuaus (Chlamydia trachomatis), onpegenenve JHK B cuHoBMansHom CuHoBwmanbHa |Kay no4
301CWH xwuakoctn (Chlamydia trachomatis, DNA, Synovial Fluid)* A1 KMOKOCTb 600,00
Xnamuaus (Chlamydia trachomatis), onpegenexne JHK B cnnHHoMo3roBon CnnHHomo3ro |Kay no4
301CMX xwugkoctn (Chlamydia trachomatis, DNA, Cerebrospinal Fluid)* Basl XXMOKOCTb 450,00
Xnamuaus (Chlamydia trachomatis), onpegenenve OHK B cekpete npoctathl, |CekpeT Kau no4
301cn asikynaTte (Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)* npocTarbl; 450,00
Xnamuaus (Chlamydia trachomatis), onpegenenne JHK B cockobe Cockob Kay no4
301YPO anuTenuanbHbIX KNETOK yporeHutansHoro Tpakta (Chlamydia trachomatis, 450,00
DNA, Scrape of Urogenital Epithelial Cells)*
183 AntuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila CbiBopotka |KAY+KT1 no 8 950,00
184 Antutena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila CbiBopoTka |Kau no7 650,00
185 Antutena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila CbiBopoTka |Kau no7 650,00
Xnamunaus (Chlamydia pneumoniae), onpegenexvne JHK B mokpoTte MokpoTa Kay no4
343MK (Chlamydoéhila pniumgniae, DNA, )Sput%m)* A P P 1050,00
Xnamuausi (Chlamydia pneumoniae), onpegenexvne JHK B nna3ve kposu MNna3sma Kay no 4
3a9nn (Chlamydophila pneumoniae, DNA, Plasma)* KpoBu 750,00




Xnamuaus (Chlamydia pneumoniae), onpegenenve OHK B cockobe Cockob Kay no4
349POT anunTenuanbHbIX kneTok potornoTkn (Chlamydophila pneumoniae, DNA, 650,00
Xnamunaus (Chlamydia pneumoniae), onpeaenexve AHK B critoHe CroHa Kay no4
349CIH (Chlamydophila pneumoniae, DNA, Saliva)* 650,00
AHTuTEna knacca IgG k rmaBHoMy 6enky HapyxHon MembpaHsl MOMP 1 CbiBopoTka |KAY+KI no 8
1379 AHTuTena knacca IgG Pgp3 (MembpaHoaccoumMnMpoBaHHbI NNa3MuUaHbIA KpOBM 750,00
6enok) Chlamydia trachomatis
10.72. UutomeranoBupycHasa uHdeKuusi: BUpycC repneca 4yenoseka 5 tuna
(umTomeranoBupyc, LIMB) (Cytomegalovirus, CMV, Cytomegalovirus Infection)
82 AnTuTena knacca IgG k uutomeranosupycy (Anti-CMV 1gG) CbiBopoTka |Kon 3 500,00
83 AnTuTena knacca IgM k uutomeranosumpycy (Anti-CMV IgM) CbiBopoTka |Kau 3 650,00
AnTuTena knaccos IgM v IgG k unTomeranoBupycy, onpegeneHue asugHoctn |CoiBopoTka  |Kon 0 6
2CMVIA 1 Anti-CMV IgM, IgG,g Avidit?/) ! Prey, oTpeA 3 KpOBI/Ip § 1350,00
310BMT Lintomeranosupyc, onpegenexve JHK B Boinote (CMV DNA, Exudate)* BbInoThl Kay no 4 400,00
Lintomeranosupyc, onpepenexne JHK B cockobe anuTenmanbHbIX KNeTok Cockob Kauy no 4
310MM18 | ormionTues (CMV DNA, Scrape of Conjunctiva Epithelial Cells )* 400,00
Lintomeranosupyc, onpegenenve JHK B cockobe anuTenmanbHbIX KNeTok Cockob Kay no4
310KOX koxu (CMV DNA, Scrape of Skin Epithelial Cells)* 400,00
310KP Lintomeranosupyc, onpegenexne JHK B BeHosHow kposu (CMV DNA, Blood)* |LlenbHas Kay no 4 550,00
310MOM Lintomeranosupyc, onpegenexve JHK B moye (CMV DNA, Urine)* Moua Kay no 4 400,00
Lintomeranosupyc, onpepenexne JHK B cockobe anuTenmanbHbIX KNeTok Cockob Kauy no 4
310HOC | rancroin Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* 400,00
310POT Lintomeranoswupyc, onpepenexne JHK Bj cocx.06e.anv|Tenmaanb|x KINeToK Cockob Kay no4 400.00
potornoTku (CMV DNA, Scrape of Faucial Epithelial Cells)* ’
LinTomeranosupyc,kayectseHHoe onpeaeneHve [JHK B cbiBopoTke KpoBu CbiBopoTka |Kay no4
310CB | (cmv DNA, Serum)* KpoBM 500,00
310CJH Lintomeranosupyc, onpegenenve JHK B cnioHe (CMV DNA, Saliva)* CnioHa Kay no 4 400,00
ntomeranoeupyc, onpeaenexvne JHK B cnnHHomosroson xwuakoctu (CMV CnnHHomo3ro |Kay no4
310CMX IISlNA, Cerebrosr;)i/nal FIEid)* A ( Basl XWOKOCTb 400,00
Lintomeranosupyc, onpepenexve [JHK B cekpeTe npoctaThl, askynsate (CMV  |CekpeT Kay no4
310cn DNA, Prostatic Fluid, Semen)* npocTarsl; 400,00
310YPO Lintomeranosupyc, onpenenexne JHK B cockobe 3I'II/ITe.I'IVIaJ'Ib.I-|bIX. KIneToK Cockob Kay no4 400.00
yporeHuTansHoro Tpakta (CMV DNA, Scrape of Urogenital Epithelial Cells)* ’
Lintomeranosupyc, konuyecteeHHoe onpeaenexne JHK (Cytomegalovirus, CbiBopoTka |Kon no7
3156 DNA) B CbIBOpPOTKE KPOBU KpoBu 550,00
10.73. OHTepobuno3s (ocTpuubl, Enterobius spp.)
10.74. AnwrenHa-bapp BupycHasa nHdekLmsa: BUpyc repneca yenoseka 4 Tuna (smpyc
AnuwrenHa-bapp) (Epstein-Barr Virus, EBV, EBV Infection)
KI - koadppLumMeHT no3aMTMBHOCTU
351BINT Bupyc SnwrtenHa-bapp, onpegenenve [JHK B Boinote (EBV DNA, Exudate)”  |BbinoTsbl Kay no 4 400,00
351KP Bupyc SnwrenHa-bapp, onpeaenenve IHK B BeHo3Hom kposu (EBV DNA, LlenbHas Kay no 4 550,00
351MOM Bupyc SnwrenHa-bapp, onpegenenve [IHK B moye (EBV DNA, Urine)* Moua Kay no 4 400,00
Bupyc 3nwteiitHa-bapp, onpeaenenve OHK B cockobe snutenuanbHbix knetok | Cockob Kay no4
351HOC | - raucroin Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)* 400,00
351POT Bupyc OnwtenHa-bapp, onpeaenexve ,l;lHK g cogKoGe anuTenuanbHbix knetok | Cockob Kay no4 400.00
potornoTkn (EBV DNA, Scrape of Faucial Epithelial Cells)* '
Bupyc SnwtenHa-bapp, kayectseHHoe onpegenenve JHK B cbiBopoTke kpoBu|CbhiBopoTka |Kau no4
351CB (EBV DNA, Serum)* KpoBM 550,00
351CJIH Bupyc OnwreiHa-bapp, onpegenenve OHK B critoHe (EBV DNA, Saliva)* CnioHa Kay no 4 400,00
Bupyc OnwreriHa-bapp, onpegenenve [HK B cnHHOMO3roBoOW XnaKoCTK CnumHHOMO3ro |Kay no4
351CMX (EBV DNA, Cerebrospinal Fluid)* Bas XXMOKOCTb 400,00
Bupyc SnwtenHa-bapp, onpegenenve JHK B cekpeTe npocTathl, 3sKynsATe CekpeT Kay no4
351cn (EBV DNA, Prostatic Fluid, Semen)* npocTaTbl; 400,00
Bupyc OnwreiiHa-bapp, onpenenenve OHK B cockobe anutenunanbHbix knetok | Cockob Kay no4
351YPO yporeHuTaneHoro Tpakta (EBV DNA, Scrape of Urogenital Epithelial Cells)* 400,00
AnTuTEna knacca IgM k kancugHoMy aHTUreHy Bupyca dnwTtenHa-bapp (Anti- |CbiBopoTka  |Kau no 6
186 EBV Viral Capsid Antigens (VCA) IgM ) KpoBwm 700,00
AHTtuTtena knacca IgG k sgepHoMy aHTUreHy Bupyca JdnwTeiHa-bapp (Anti- CbiBopoTka |Kon no 6
187 EBV Nuclear Antigen (EBNA) IgG ) KpoBu 600,00
AnTuTena knacca IgG k paHHemy aHTUreHy Bupyca dnwtenHa-bapp (Anti-EBV |CbiBopoTtka  |Kau no 6
255 Early Antigen (EA) IgG ) KpoBwm 600,00
AHTtuTena knacca IgG k kancugHoMy aHTureHy Bupyca JnwTeiHa-bapp (Anti- |CeiBopoTka  [kau.* / no 6
275 EBV Viral Capsid Antigens (VCA) IgG ) KpOBM MHOEKC 850,00
AHTuTEna knacca IgG k HykneapHoMy v npeApaHHeEMY aHTUreHy Bupyca CbiBOpOTKa  |KOM. M Kau. no 6
1180/81 OnwrTeiHa-bapp (Epstein-Barr Virus IgG k EA/NA) KpoBM 900,00
1195 NmmyHobnoT BOB (IgG) CbiBopoTka |Kau no7 2350,00
1196 MmmyHobnoT BOB (IgM) CbiBopoTka |Kau no7 2350,00
Bupyc 3nuwreriHa-bapp, konnvecteHHoe onpegenenve OHK B cbiBopoTke CbiBopoTka |Kon no7
3511 kposv (EBV DNA, Serum)* KpoBM 550,00




OnpeneneHme MHOEeKCa aBMOHOCTU MMMyHOFJ‘IOGyJ'IMHOB knacca G k

CbIBOpoTKa

NHpekc

no 11

1630 kancugHelM aHtureHam VCA Bupyca OniwwteriHa-bapp B CbIBOPOTKE KPOBY. KpoBu aBWaHOCTU B 1500,00
10.75. OXMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)
KI - koachpuLMeHT No3nTUBHOCTH
AHTuTena knacca IgG k aHTureHam axmHokokka (Anti-Echinococcus IgG) CbiBopoTka  |kay.* / no7
229 KpoBw MHOEeKC 950,00
10.76. dwepuxmo3s (kMweYyHas nano4ka, awepuxus, Escherichia coli)
MccnegosaHue Ha kuweyHyto nanoyky (Escherichia coli O157:H7, awepuxunos),|Kan Kau no7
485 OvapeiHbI cuHapoM, aHTureHHbln TecT (Escherichia coli O157:H7. One Step 1100,00
Rapid Immunochromotographic Assay)
10.77. CKpuHUHroBble uccnegoBaHusa Mukpodnopsl (Screening of microflora)
BakPesucrta. BbisiBneHve reHoB pe3ucTEHTHOCTY K rnukonenTtuaHbiM 1 6eta-  |Moua; MKon+Onc no9
3388 naKkTamHbIM aHTMBKoTMKam y GakTepun Cockob 2800.00
BakCkpuHYTIM. BbisiBfieHWe YCrOBHO-NATOreHHbIX MUKPOOPraHu3MoB Moua; MKon+Onc no 9
3389 meTtogom MLP B pexume peanbHOro BpeMeHW. OTpensiemoe 6400,00
10.78. CuHgpom n3bbIiTouHOro 6akrepuansHoro pocrta (Bacterial overgrowth
11. MUKPOBUOJIOT'MYECKUE UCCINEOQOBAHUA: HECNELM®UYECKUE
BOCMANUTENBHBLIE 3AEOJIEBAHUSA PA3NTMYHbLIX IOKANU3ALIUIA (Microbiological
*B cny4asax o6Hapy>XeHUs HOpMaribHOW, CONYTCTBYHOLLEN, YCNOBHO-NAaTOreHHOW B
HU3KOM TUTpe (S10*4 koe/Tamn., MN., rpam.) N He UMEIOLLEA ANArHOCTMYECKOro
3HavyeHus dnopbl, onpeaeneHne YyBCTBUTENbHOCTM K aHTUMUMKPOGHBLIM npenaparamM 1
b6akTepuodaram He npoBoaUTcs. Y nauueHToB Ao 16 neT ruHeKkonornvyeckue aHanu3bl
OepyTcs TONbLKO B NPUCYTCTBUM poauTenein. UMeroTcsl orpaHnyeHusi No B3ATUIO
HeKOTOpbIX BUAOB GMomaTepuana B permoHax. YTOYHANTe y agMUHUCTpaTopa
11.1. Mukpo6uonoruyeckue uccrnefoBaHusA: Hecneuuduryeckme BocnanurernbHble
3aboneBaHusA pa3nuyHbIx okanusauun (Microbiological investigations)
*[nsA TecToB, NOMeYEHHbIX *, Heobxoauma npo6onoaroroBka (MUK).
455 [ncbHakTepunos KnweyHnka (MoamduLMpoBaHHbI METOA) Kan Kay 0o 8 1950,00
455-¢ [ncbHakTepunos kuweyHrka (MoamduumpoBaHHbIi MeTog) ¢ Yb® Kan Kay 0o 9 2100,00
WccnepgoBaHve Ha 61oumHO3 Brniaranuia v onpeaernexHue YyscteutensHocTv k |OTaensiemoe |MKon po 10
447THCK aHTMBMOTUKaM (C MUKPOCKOMMEN OKpaLLEeHHOro Maska no Mpamy) NoJIoBbIX 1950,00
Mwukpockonuyeckoe (bakTeprockonnyeckoe) uccregoBaHne maska, TpaHccypat; |Kau no 6
okpateHHoro no Mpamy (Gram Stain. Bacterioscopic Examination of Smear) |3kccyanar;
OaKynsaT;
[neBparnbHas
JKVOKOCTb;
CekpeT
445 npocrarTbl; 600,00
Copgepxumoe
abcuecca;
Copaepxumoe
vHdUnbTpaTa
Copepxmmoe
MoceB oToensiemoro potornoTku Ha 6opaetennsl (Bordetella Otpensiemoe |Kay no9
470 pertussis/parapertussis, kokniow/napakoknioLu) (Bordetella pOTOrMoTKU 1100,00
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)
Moces Ha apoxkenofgobHble rpubbl (pogos Candida, Cryptococcus) ¢ TpaHccygaT; |kon. no 10
onpefeneHnem YyBCTBUTENBHOCTU K aHTUMUKOTUYeCKMM npenapatam (Yeast |Okccypar;
Culture. Identification and Antimycotic Susceptibility testing) SakynaT;
Copaepxummoe
abcuecca;
Copaepxummoe
WHpunbTpaTa
Copaepxummoe
nosiocTu
442 MaTKU; 1700,00
Copaepxmmoe
yxa; Cockob;
CycTaBHas
JKMOKOCTb;
OTtpensiemoe
paHbl;
OTtpnensiemoe
POTOrNOTKY;
[MNneBpanbHas
WccnepoBaHuve Ha kuwweyHyto nanoyky (Escherichia coli O157:H7, awepuxvios),|Kan Kay no7
485 OvapeiHbi cuHapoM, aHTureHHbln TecT (Escherichia coli O157:H7. One Step 1100,00
Rapid Immunochromotographic Assay)




MoceB Ha aHaspobHyto0 MUKpodiopy, onpeaeneHne YyBCTBUTENBHOCTHU K Acuutuyecka |Kau no9
aHTMMKKPOOHBLIM Npenapatam (Anaerobic Culture. Bacteria Identification and |51 »xuakocTb;
Antibiotic Susceptibility Testing) Howm;
Copepxummoe
452 vHunbTpaTa 2250,00
Copaepxuvmoe
nosiocTu
MaTKu;
CvcTapHag
MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopest), onpegenexne Acuntnyecka |Kay no 12
YYBCTBUTENLHOCTU K aHTUMUKPOOHBLIM npenapaTtaMm (GC, Neisseria S )KMOKOCTb;
gonorrhoeae Culture. Bacteria ldentification and Antibiotic Susceptibility Tvksop;
Testing) Copaepxummoe
MaTKu;
CycTaBHas
XKMOKOCTb;
Dakvngar:
MoceB Ha naToreHHyto kuwweyHyto cnopy (Stool Culture (Salmonella spp., Kanm; Kay no 8
457-N Shigella spp.). Bacteria Identification) PekTanbHbIn 900,00
[MoceB Ha NaToreHHyo KuLeYHyto ropy, onpegeneHue YyBCTBUTENLHOCTM K |Kan; Kay no 12
457-A aHTUMUKpobHbIM NpenapaTtam (Stool Culture (Salmonella spp., Shigella spp.). |PekTanbHbi 1050,00
Bacteria Identification and Antibiotic Susceptibility Testing) Ma3ok
[MoceB Ha NaToOreHHyto KuLeYHyto dropy, onpeaeneHne YyBCTBUTENLHOCTU K |Kan; Kay no 12
457-® aHTMMMKPOOHBLIM Npenapatam u 6aktepuodaram (Stool Culture, Salmonella PexTanbHbIn 1100,00
spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and Ma3ok
MoceB Ha gudtepwmio (Corynebacterium diphtheriae Culture) Masok; Kay no9
OTtpnensiemoe
469 Hoca: 950,00
OTtpnensiemoe
MoceB Ha 30M0TUCTbLIN CTAUIOKOKK (METULMIMNH-PE3UCTEHTHBIV 3010TUCTBIN | Ma3ok; Kon. no9
ctacunokokk, MP3C) (Staphylococcus aureus) (Staphylococcus aureus Otpensiemoe
468-T1 (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Hoca; 800,00
Identification) OTtpensemoe
[MoceB Ha 30MOTUCTLIV CTaUITOKOKK (METULIMITTIMH-PE3NCTEHTHBIN 30M10TUCTLIN | Masok; Kon. no9
ctadumnokokk, MP3C) (Staphylococcus aureus), onpeaerneHve OTpensiemoe
468-A YYBCTBUTENBHOCTM K aHTUMUKPOGHBLIM NpenapaTtam (Staphylococcus aureus  |Hoca; 800,00
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria OTpensiemoe
Identification and Antibiotic Susceptibility Testing) HOCOTTIOTKM;
MoceB Ha 30M0TUCTbLIN CTAUIOKOKK (METULUINMNH-PE3UCTEHTHBIV 30M10TUCTBIN | Ma3ok; Kon. no9
ctacunokokk, MP3C) (Staphylococcus aureus), onpegenexue Otpensiemoe
468-P YYBCTBUTENBHOCTY K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaTos Hoca; 1050,00
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) | Otaensiemoe
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing) HOCOTNIOTKM;
[MoceB Ha 30M0TUCTLIV CTadUITOKOKK (METULMITTIMH-PE3NCTEHTHBIN 30M10TUCTLIN | Masok; Kon. no9
ctacunokokk, MP3C) (Staphylococcus aureus), onpegenexue Otgensiemoe
468-® YYBCTBUTESILHOCTU K aHTUMUKPOGHBLIM NpenapaTtamM 1 6aktepuodaram HoCa; 1000,00
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) |Otaensiemoe
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage HOCOTTOTKY;
MoceB Ha 3onoTuCTbIN cTadumnokokk (Staphylococcus aureus) (Staphylococcus|OTaensiemoe |kon. no9
459-MN aureus Culture. Bacteria Identification) Hoca; 800,00
OTpensiemoe
MoceB Ha 30MoTUCTBLIN cTadmMINOKOKK (Staphylococcus aureus), onpegenenve | THow; Kon. no9
YYBCTBUTENBLHOCTU K aHTUMUKPOGHBLIM Npenapatam (Staphylococcus aureus pyaHoe
Culture. Bacteria Identification and Antibiotic Susceptibility Testing) MOJIOKO;
PekTanbHbI
459-A Ma30k; 800,00
Copaepxummoe
abcuecca;
Copepxuvmoe
uuchi neTNaTa
MoceB Ha 3omoTUCTBLIN cTadmnokokK (Staphylococcus aureus), onpegenenve | Okccyaart; Kon. no 10
YYBCTBUTENLHOCTY K PacLUMPEHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaTos OTpensiemoe
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic Susceptibility, | paHbi;
Enlarged Testing) OTtgensemoe

PekTanbHbIn
Mas3ok;

Copepxuvmoe
afcliecca:




[MoceB Ha 30noTUCTLIN cTadunokokk (Staphylococcus aureus, onpegenenve  |How; Kon. no9
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM nNpenapaTtamM u 6aktepuodaram pyoHoe
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic Susceptibility | monoko; Kan;
and Bacteriophage Efficiency Testing) OTtpensiemoe
459-0 Hoca; 1050,00
OTpensiemoe
HOCOrMOTKY;
OTpensiemoe
0Aa3\XIA-
Moces kana Ha nepcuHnm (Yersinia enterocolitica, nepcvHvos, onpegenexue Kan Kay no 14
460 YyBCTBUTENBHOCTU K aHTUMUKPOGHBLIM npenapatam (Yersinia enterocolitica, 1600,00
Stool Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
[MoceB paHeBoro otTAensaeMoro v TkaHen Ha MUKpod opy, onpeaeneHve How; Kon. no9
YYBCTBUTENBHOCTU K @aHTUMWKPODHBLIM NpenapaTtam Okceyaart;
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and Antibiotic Masok;
474-A Susceptibility Testing)* Otaensiemoe 800,00
3
XUPYpruyecko
MoceB paHeBOro oTAENseMOoro 1 TkaHel Ha MyKpodriopy, onpeaeneHue Otpensemoe |kon. fo 10
YYBCTBUTENBHOCTU K PaCLUIMPEHHOMY CMEKTPY aHTUMUKPOBHBIX NpenapaTtoB u3
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic XUPYpruyecko
474-P Susceptibility, Enlarged Testing)* ro ApeHaxa; 1050,00
OTtpensiemoe
paHbl;
OCaonanuaanasnn
[MoceB paHeBoro otTaensaeMoro v TkaHew Ha MUKpod iopy, onpeaeneHe How; Kon. no 10
YyBCTBUTENLHOCTU K aHTUMUKPOOHBLIM nNpenapaTtam u 6aktepnodaram dkceyaar;
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic Ma3zok;
474-0 Susceptibility and Bacteriophage Efficiency Testing)* Otnensiemoe 1100,00
3
XUPYPruyecko
[MoceB oTAensemoro BepxHuX AbixaTernbHbIX MNyTen Ha MuKpodnopy, Masok; Kon. no9
onpefeneHne YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM npenapaTtam (ogHa OTtgensemoe
467-A nokanusauus) (Upper Respiratory Culture. Bacteria Identification and Antibiotic |Hoca; 900,00
Susceptibility Testing)* Otpensiemoe
MoceB oTAENAemMoro BepxXHUX AblxaTerbHbIX MyTer Ha MUKPOIIopY, Maszok; Kor. po 10
onpepaeneHve YyBCTBUTENBHOCTU K pacLLMPEHHOMY CMEKTPY aHTUMUKPOOHbIX | OTaensemoe
467-P npenapatoB (Upper Respiratory Culture. Bacteria Identification, Antibiotic HOCa; 1050,00
Susceptibility, Enlarged Testing)* OTpensiemoe
[MoceB oTAensemoro BepxHuX AbixaTenbHblX NyTen Ha MUKpodnopy, Ma3sok; Kon. no 10
onpefeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM NpenapaTtam v OTtpensiemoe
467-0 6akTteprodaram (Upper Respiratory Culture. Bacteria Identification, Antibiotic |Hoca; 1050,00
Susceptibility and Bacteriophage Efficiency Testing)* Otpensiemoe
MoceB Mo4uM Ha MUKpochropy, onpeaeneHne YyBCTBUTENBHOCTM K Moua Kon no 8
41-A aHTUMUKpobHbIM npenapaTtam (Urine Culture. Bacteria Identification and 800,00
[MoceB Mo4n Ha MUKpodpropy, onpegeneHne YyBCTBUTENBHOCTM K Moua Kon no 8
441-P pacLUMpeHHOMY CMeKTpy aHTUMUKPOGHbIX npenapatos (Urine Culture. Bacteria 1050,00
Identification, Antibiotic Susceptibility, Enlarged Testing)*
[MoceB Mo4M Ha MUKpodhriopy, onpeaeneHne YyBCTBUTENBHOCTM K Moua Kon no9
441-® aHTUMUKPOBHBIM NpenapaTtam u 6aktepuodaram (Urine Culture. Bacteria 1000,00
Identification, Antibiotic susceptibility and Bacteriophage Efficiency Testing)*
[MoceB oTaensiemoro rnas Ha MyUKpodpriopy, onpegenexHue 4yBcTBUTENbHOCTU K| OTaensemoe |kon. no9
465-A aHTUMUKpobHbIM npenapaTtam (Eye Culture. Bacteria Identification and rnasa 900,00
Antibiotic Susceptibility Testing)*
MoceB oTAensemMoro rnas Ha MMKpPodIiopy, onpeaeneHne YyBCTBUTENbLHOCTY K|OTaensemoe |Kon. fo 10
465-P pacLUMpEHHOMY CMEKTPY aHTUMUKPOGHbIX Npenapatos (Eye Culture. Bacteria  |rnasa 1050,00
Identification, Antibiotic Susceptibility, Enlarged Testing)*
[MoceB oTaensiemoro rnas Ha MyUKkpodpriopy, onpegenexHue 4yBcTBUTENbHOCTU K| OTaensemoe |kon. no 10
465- aHTUMUKpObHBIM NpenapaTtam v 6aktepunodaram (Eye Culture. Bacteria rnasa 1200,00
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*
MoceB Ha MUKpodNopy OTAENAEMOro MomnoBbIX OPraHoB, onpeaeneHne Otpensemoe |kon. no7
446-A YYBCTBUTENBbHOCTU K aHTUMUKPOBHBLIM npenapatam (Genitourinary Tract MoNoBbIX 1250,00
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)* OpraHoB;
[MoceB oTAensiemoro NonoBbIX OPraHoB Ha MUKpodbriopy, onpegenexHue Otgensiemoe |kon. no7
YYBCTBUTENBHOCTU K PaCLLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaTtos MOMoBbIX
446-P (Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility, OpraHos; 1500,00
Enlarged Testing)* CekpeT
MoceB oTAENsAEeMOro NonoBbIX OPraHoB Ha MUKPOMIIOoPY, onpeaeneHne Otpensemoe |kon. no 8
YYBCTBUTENBHOCTU K @aHTUMMKPODHBLIM NpenapaTam u 6aktepuodaram NONOBbIX
4460 (Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility and |opra+os; 1400,00
Bacteriophage Efficiency Testing)* CekpeTt




MoceB oTaensiemoro yluei Ha Mukpodpriopy, onpegeneHue YyBcTBuTensHoctu |Cogepxmmoe |Kkon. no7
473-A K aHTUMUKPOGHLIM NpenapaTaM (Ear Culture. Bacteria Identification and yxa 1000,00
Antibiotic Susceptibility Testing)*
[MoceB oTaensiemoro yiuen Ha MUKpodopy, onpeaeneHve YyBcTeutensHocTn |Coaepxumoe |kon. no7
473-P K pacLUMpeHHOMY CNeKTPY aHTUMUKPOGHBIX npenapaTtoB (Ear Culture. Bacteria |yxa 1050,00
Identification, Antibiotic Susceptibility, Enlarged Ttesting)*
[MoceB oTaensiemoro yuien Ha MUKpOdopy, onpeaeneHye YyBcTButensHocTu |Coagepxumoe |Kon. no 8
473- K aHTUMUKpOOHbIM NpenapaTtam u 6akTepuodaram (Ear Culture. Bacteria yxa 1200,00
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*
lMoceB NyHKLMOHHOrO MaTepuarna Ha MUKpodriopy, onpeaerneHve MnespanbHas |Kon no 9
YYBCTBUTENBHOCTU K aHTUMUKPOOHBLIM npenapaTtam (Punctate Fluid Culture. XMOKOCTb;
477-A Bacteria Identification and Antibiotic Susceptibility Testing) Copepxumoe 1550,00
TpaxeocTomu
YECKOW/MHTYD
[MoceB NyHKLMOHHOrO MaTepuana Ha MUKpodnopy, onpeaeneHve Jluksop; Kon no9
YyBCTBUTENBHOCTY K PaCLLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaTos MneBpanbHas
477-P (Punctate Fluid Culture. Bacteria Identification, Antibiotic Susceptibility, XWOKOCTb; 2300,00
Enlarged Testing)* Copaepxummoe
PoTaBupyc (Rotavirus), AvapeiHbin cuHapoM, aHtureHHbIn TecT (Rotavirus Kan Kay no7
463 Direct Detection by Latex Agglutination) 650,00
ApeHosupyc (Adenovirus), AnapenHblil CUHAPOM, aHTUrEeHHbIN TeCT Kan Kay no7
481 (Adenovirus. One Step Rapid Immunochromotographic Assay) 1200,00
TNambrvm (Giardia liamblia), auapeiiHbIi cMHAPOM, aHTUreHHbI TecT (Giardia  |Kan Kay no7
483 liamblia. One Step Rapid Immunochromotographic Assay) 1200,00
Moces Ha BeTa-remonMTMYECKNn CTPENTOKOKK rpynmnbl B (Streptococcus group |OTaensemoe |kon. fo 10
454-11 B, Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria MosioBbIX 900,00
MoceB Ha BeTa-remonMTUYEeCcKnin CTPENTOKOKK rpynmnbl B (Streptococcus group |OTaensiemoe |kon. po 10
B, Streptococcus agalactiae), onpegeneHne 4yBCTBUTENBHOCTU K MOroBbIX
454-A aHTUMUKPObHBIM NpenapaTtam (Streptococcus agalactiae Culture. Bacteria opraHoB 1300,00
Identification and Antibiotic Susceptibility Testing)
[MoceB Ha 6eTa-remonuTUYeckuii CTPENTOKOKK rpynnbl A (Streptococcus group |Koxa; Kon. no 10
466 A, Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria OTtpensiemoe 1050,00
MoceB Ha BeTa-remonMTUYecKknin CTPENTOKOKK rpynnbl A (Streptococcus group |Koxa; Kon. no 10
A, Streptococcus pyogenes), onpegeneHue 4yBCTBUTENBHOCTM K OTpensiemoe
466-A aHTUMUKPOBHBIM NpenapaTtam (Streptococcus pyogenes Culture. Bacteria POTOFMOTKY; 1300,00
Identification and Antibiotic Susceptibility Testing) Copepxummoe
Kpuntocnopuaum napsym (Cryptosporidium parvum), auapeiHbiin CUHAPOM, Kan Kay nob5
482 aHTureHHbln TecT (Cryptosporidium parvum. One Step Rapid 1150,00
Xenukobaktep nunopu (Helicobacter pylori), aHTureHHbii Tect (Helicobacter Kan Kay nob5
484 pylori. One Step Rapid Immunochromotographic Assay) 1150,00
MoceB Ha rapgHepennbl (Gardnerella vaginalis) Otpensiemoe |Kon no 10
4403 MoJIoBbIX 850,00
OpraHos;
Moces Ha Candida albicans Acuuntndecka |Kon no 10
1 KMOKOCTb;
TpaHceygar;
dkceypar;
SAKynaT;
Copepxummoe
abcuecca;
Copaepxummoe
WHpunbTpaTa
4404 ; 850,00
Copaepxuvmoe
nosiocTu
MaTKu;
Copaepxummoe
yxa; Cockob;
CycraBHas
JKMOKOCTb;
OTtpensiemoe
paHbl;
Y
KamnunobakTep, AvaperiHblii CUHOPOM, BbISIBNIEHWE aHTUreHa B Kane, Kan Kay no7
402 mMmMmyHoxpomaTtorpadus (Campylobacter spp., One step rapid 1600,00
immunochromotographic assay, antigen, stool)
JlervioHenna, BbISIBMiEHNE aHTUreHa B MOYe, UMMYyHOXpoMaTorpadums Moua Kay nob5
405 (Legionella pneumophila, One step rapid immunochromotographic assay, 1950,00
[MHEBMOKOKK, BbISIBNIEHWE aHTUreHa B Moye, UMMyHoXpomatorpadusi Moua Kau no5
408 (Streptococcus pneumoniae, One step rapid immunochromotographic assay, 1950,00
409 OHTepoBUpYC, BbISIBIIEHWE aHTUreHa B Kare, UMMyHoxpomatorpagusi Kan Kay no5 1600,00

(Enterovirus, One step rapid immunochromotographic assay, antigen, stool)

12. AMMYHOJIOTMYECKUE UCCJIELOBAHUA (Immunological Examination)




* HeoO6X0AUM 3aKa3 AONONHUTENbHbIX TECTOB

12.1. KomnnekcHble MMMyHonornyeckue uccnepgoBaHus (Comprehensive
Immunological Examination)

** UccnepoBaHua Ne 4191, 4196, 4199 BLINONHAKTCA B KOMNNEKce ¢ uccnegoBaHmem Ne
1911. UccnepoBaHus Ne 4191, 4196, 4199 Henb3s 3aKa3aTb OTAENbHO!

12.2. UMmmyHornobynuHbl o6wme (Immunoglobulins, Total)

45 MmmyHorno6ynuHel knacca A (Immunoglobulin A, IgA) CbiBopoTka |Kon no 5 450,00

46 WmmyHorno6ynuHel knacca M (Immunoglobulin M, IgM) CbiBopoTka |Kon no 5 450,00

a7 WmmyHornobynmHbel knacca G (Immunoglobulin G, 1gG) CbiBopoTka |Kon 0o 450,00

MMMmyHorno6ynuHbl knacca E (o6wui IgE, nmmyHornobynuH E o6umin) CbiBopoTka |Kon 3
67 (Immunoglobulin E Total, IgE Total) KpoBM 550,00
4048 WNmmyHornobynmHel G (nogknaccel 1IgG1, 19G2, 19G3, 1gG4) CbiBopoTka |Kon ao 11 14500,00
12.3. Cneuudmyeckue 6enku (Specific Proteins)
948 D03nHOUINBHbLIN KaTnoHHLIN 6enok (Eosinophil Cationic Protein, ECP) CbiBopoTka |Kon no 4 1300,00
D03MHOUIBbHBIN KaTUOHHBIN 6enok, ImmunoCAP® (Eosinophil Cationic CobiBopoTka |Kon no 8

6948 Protein, ImmunoCAP® ECP) KpOBM 1600,00
12.4. KomnoHeHTbI komnnemeHTa (Complement Components)

193 KomnoHeHTbl cuctembl komnnementa C3, C4 (Complement components C3, |CeiBopotka |Kon no 5 900,00
1315C3 C3 KomnoHeHT cuctembl komnnemeHta (Complement Component C3) CbiBopotka |Kon no 5 500,00
1316C4 C4 KomnoHeHT cuctembl komnnemeHta (Complement Component C4) CbiBopoTka |Kon no 5 500,00

CucTema KomMnneMeHTa: oLeHka yHKUMoHanbHow aktueHocTn (CHS0) CbiBopoTka |Kon fo 10

1534 (Functionality Test of Complement (CH50)) KpoBw 1750,00

836 WHrubutop C1-actepasbl, akTuBHOCTb (C1-Esterase Inhibitor, C1-INH) Nnasma Kon no 10 2450,00

850 WHrubutop C1-actepasbl, koHueHTpauus (C1-Esterase Inhibitor, concentration; | lMnasma Kon no 11 3400,00
12.5. LUutokmHbl (Cytokines)

210 WHTepnenknH-18 (UI1-1B) (Interleukin 1 Beta, IL-1) CbiBopoTka |Kon 0o 9 2150,00

211 WHTepnenknH-6 (111-6) (Interleukin 6, IL-6) CbiBopotka |Kon 0o 9 2150,00

212 WHTepnenknH-8 (M11-8) (Interleukin 8, IL-8) CbiBopoTka |Kon 0o 9 2150,00

213 WNHTepnenknH-10 (U1-10) (Interleukin 10, IL-10) CbiBopotka |Kon 0o 9 2150,00

214 ®akTop Hekposa onyxonu-a (PHO-a) (Tumor Necrosis Factor Alpha, TNF-a, |CeiBopoTtka |Kon no 8 2150,00

13. UHTEP®EPOHOBbLIN CTATYC (Interferon Status)
13.1. UHTepcepoHoBLIN cTaTyc (Interferon Status)
13.2. UHTepchepoHOBLIN cTaTyc (4 Noka3aTens) ¢ onpefeneHMeM YyBCTBUTENIbHOCTU
K npenapatam uHtepdepoHa (Interferon Status (4 Parameters))
* TecTbl BbINOJIHAKTCA B komnnekce ¢ Tectom Ne 1043
13.3. UHTepchbepoHOBLIN cTaTyC (4 Noka3aTens) ¢ onpefeneHMeM YyBCTBUTEINIbHOCTU
K MHAyKTOpam uHtepdepoHa (Interferon Status (4 Parameters))
* TecTbl BbINOJIHAKTCA B Komnriekce ¢ Tectom Ne 1043
13.4. UHTepchepoHOBLIN cTaTyc (4 Noka3aTens) ¢ onpefeneHMeM YyBCTBUTENIbHOCTU
K nmmyHomopaynsitopam (Interferon Status (4 Parameters))
* TecTbl BbINOJNHAKTCA B komniiekce ¢ Tectom Ne 1043
14. ANATHOCTUKA AYTOUMMYHHbIX 3ABEOJIEBAHWUM (Diagnosis of Autoimmune
14.1. CuctemHble 3a6oneBaHus coeguHuTenbHon TkaHu (Connective-Tissue
AHTusgepHble aHTuTena (AAA, aHTUHykneapHble aHtutena), ckpuHuHr (Anti-  |CeiBopoTka  |Kay no5
125 Nuclear Antibodies, ANA, Screening) KpoBM 750,00
AnTuTena knacca IgG k gsycnupansHon HatueHow OHK (aHTu-gcOHK IgG, CbiBopoTka |Kon nob5
126 aHT-AHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA IgG) |kposu 850,00
1267 AHTtuHykneapHbin caktop (ANA IIFT, HEp-2) CbiBopotka |[MKon po 12 1650,00
AHTtuTena k ocAHK B cbIBOPOTKE KPOBUW, MOATBEPXKAAIOLLMIA TECT C CobiBopotka  |MKon no 12
1586ADN ucnonb3oBaHuem cyoetpara Crithidia luciliae, IgG, meTogom Henpsimon KpoBM 1750,00
nMmmyHodpritoopecueHuum (Crithidia luciliae indirect fluorescent test (CLIFT))
1588 AxTtUTENna K NMdoumTam, knacca IgG CbiBopotka |lMKon no 11 2400,00
AHnTuTEna knacca IgG k akcTparvpyemMomy HykneapHomy aHTureHy (OHA) CbiBopoTka  |Kau no7

825 (Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti- KpoBwm 1850,00
MaHenb aHTUHYKNeapHbIX aHTUTEN Npu cknepoaepmMun (pasaensHoe onvcaHue |CoiBopoTka  [Kay fo 12
aHTuTen k aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155, KpOBM

826 dubpunnapux, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52), 4350,00

MMMYHO6110T (Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70,
CENP-A, CENP-B, RP11, RP155, dounbpunnsipuH, NOR9O0, Th/To, PM-Sc100,
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AHTUHYKNeapHble aHTUTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A |CbiBopoTka |Kau no 12
(52 ka), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, KpOBM
827 Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy), ummyHo6roT (ANA: Anti-Sm, 3750,00
RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1,
AHTUTena knacca IgG k Hykneocomam (aHTUSAepHbIE aHTUTeNa), CKPUHUHT CbiBopoTka |Kon fo 15
956 (Anti-Nuclear Antibodies, ANA, IgG, Screening) KpOBM 1850,00
4059 CKpUHUHI 6onesHel coegmHuTenbHol Tkanu (AT k QHA, aHTUHykneapHbI CbiBopotka  |[MKon+Kay fo 12 3650,00
CucTemHas kpacHasi BonyaHka, obcrnegoBanue (AT k Hykneocomam, AT k CbiBopoTka |[Monykon. n no 20
4060 kapavonunuHy, 1gG; AT k kapavonunuHy, IgM; aHTUHyKneapHbIn dakTop KpOBWU Kon. 415000
OudhbepeHumanbHas anarHoctvka CKB u apyrmx peBmaTuyeckmx CbiBopoTka |[onykon. n no 15
4061 3aboneaHui (AT K HyKNeocomam, aHTUHyKneapHbi dpaktop (AHD)) KpOBM Kon. 3650,00
Mpodunb «CructemHas kpacHas BonvaHka (CKB), MOHUTOPWHI akTUBHOCTM CbiBopoTka |Kon no5
4069 (aHT-ac-AHK IgG, C3, C4 komnoHeHTbI KomnneMeHTa)» (Systemic lupus KpOBHU 1750,00
erythematosus (SLE) profile, activity monitoring (anti-double-stranded DNA
AHTUTENa K uuTonnasmartudeckum aHtureHam SS-A (Ro) ((SS-A (52k[a)/ SS-|CeiBopoTka [Kon no 8
1215 A (60 Ka), IgG (Anti —SS-A, IgG (Anti-SS-A-52 and anti-SS-A-60 KpoBM 1950,00
AHTUTERA K K UMTONNasMaTndecknum aHtureHam SS-A (52x[a), IgG (Anti-SS- |CeiBopoTka  |Kon no 8
1216 A-52 autoantibodies, 1gG) KpoBM 1950,00
1217 AHTuueHTpomMepHble aHTutena CENT-B, IgG (Anti-Centromere B CbiBopoTka |Kon 0o 8 1950,00
1218 AHTWTENA K 9KCTparnpyeMmomy ssgepHomy antureHy Sm, IgG (Anti-Sm CbiBopoTka |Kon 0o 8 1950,00
AHTUTENA K 3KCTparupyembiM saepHbiM aHtureHa RNP/Sm, IgG (Anti- CobiBopoTka |Kon no8
1219 RNP/Sm autoantibodies, IgG) KpOBM 1950,00
1220 AnTtuTena k ructoHam (Histone), IgG (Anti-Histone autoantibodies, 1gG) CoiBopoTka |Kon no 8 2150,00
1221 AnTuTEna k mutoxoHgpusam (AMA-M2), IgG (Anti-AMA-M2 autoantibodies, IgG)|CbeiBopotka |Kon no 8 2150,00
AHTUTENA K UMTOMNa3MaTnyeckum aHtureHam SS-A (60k[a), IgG (Anti-SS-A- |CeiBopoTtka  |Kon no 8
1224 60 autoantibodies, IgG) KpoBw 1950,00
1225 AHTWTENA K umMTonnasmaTnyeckomy aHtureHy Jo-1, IgG (Anti-Jo-1 CbiBopoTka |Kon no 8 1950,00
AHTUTENA K UMTONnnasmaTudeckmm aHtureHam SS-B (La), IgG (Anti-SS-B CbiBopoTka |Kon no 8
1226 autoantibodies, IgG) KpOBM 1950,00
1228 AntuTena k aHtureHy Scl-70, IgG (Anti-Scl-70 autoantibodies, IgG) CobiBopoTka |Kon no 8 1950,00
1229 AnTtuTEna k pubocomansHomy 6enky P (Rib-P), IgG (Anti-Rib-P autoantibodies,|CbiBopoTka |Kon no 8 1950,00
1232 AnTuHykneapHble aHTuTena RNP-70 (Anti-RNP-70 autoantibodies) CbIBOpOTKa 0o 1950,00
14.2. AuTudcpocconunugHbin cuiapom (Antiphospholipid Syndrome, APS)
AHnTuTena knaccos IgM 1 IgG k doconmnuaam (Anti-Phospholipid Antibodies, | CbiBopotka  |Kon no7
137/138 APA, IgM, 1gG) KpOBM 1850,00
190 BonyaHouHbI aHTuKoarynsHT (BA) (Lupus Anticoagulant, LA ) Mnasma MKon no 4 1250,00
966/74 AnTtutena knaccos IgG v IgM k doccpatnamncepury (Anti-Phosphatidylserine, |CbiBopotka |Kon 0o 9 2150,00
AHTuTEna knaccos IgA, IgM, IgG k kapavonununy, ckpuHuHr (Cardiolipin CbiBopoTka |Kon no 10
967 Antibodies IgA, IgM, 1gG, aCL, Screening) KpoBwm 1350,00
968 AHTUTEna knacca IgA k kapauonununy (Anticardiolipin IgA, aCL IgA) CobiBopoTka |Kon no 10 1050,00
969 AHTuTena knacca IgG k kapguonunuHy (Anticardiolipin IgG, aCL IgG) CobiBopotka |Kon no 10 1100,00
997 AHTuTEna knacca IgM k kapgvnonunuHy (Anticardiolipin IgM, aCL IgM) CobiBopoTka |Kon no 10 1650,00
AHTtuTtena knaccos IgG, IgA, IgM k 6eTa-2-rnmukonpoTtenHy 1, cymmapHo (Anti- |CbiBopoTka  [Kon no 11
1284 B2-Glycoprotein 1 Antibodies, anti-82-GP1, IgG, IgA, IgM, Total) kpoBM 1650,00
AHTuTena knaccos IgG u IgM k doccatuaunceprH-npoTpoMOUHOBOMY CbiBopoTka |Kon no 13
1340 Komnnekcy, cymmapHo (Anti-Phosphatidylserine/Prothrombin Antibodies, Anti- |kposu 1650,00
1341 AHTtuTtena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, IgG) CbiBopoTka |Kon po 15 1800,00
1342 AHTuTena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM) CbiBopoTka |Kon ao 15 1800,00
MaHenb aHTUdocdonMnuaHbix aHtuten, IgG, IgM meTogom poT- CbiBopoTka |Kay no 12
1378 VMMYHOaHanm3, Ka4ecTBeHHbIN TeCT B CbIBOPOTKe KpoBu (Anti-Phospholipid KpoBM 9500,00
4062 AT K kapgvornvnuny, 1gG, IgM CbiBopoTka |Kon fo 13 2200,00
[unarHocTrka BTOPMYHOro aHTudoconmnuaHoro cuigpoma (AH®, AT k CbiBopoTtka |[Monykon., no 17
4063 KapavonunuHy, 1gG, IgM) KpoBwm Kon. 3150,00
AHTUOCHONMNMUAHBIM CUHAPOM, Pa3BePHYTOE ceposiormyeckoe CbiBopoTka |[Monykon., no 17
4064 uccnenoBaHve (AH®; AT k kapavonunuHy, IgG, IgM; AT k 6eTa-2- KpoBM Kon. 4250,00
1669 AT K npPOTPOMBUHY, CKPUHWHT CbiBopoTka |Kon fo 10 1600,00
1670 AHTuTena k 6eta2rnvkonpoTeunny IgG CbiBopotka |Kon fo 10 1950,00
1671AB2M |AnTuTena k 6eta2rnmkonpotendy IgM CbiBopotka |Kon fo 10 1950,00
1672 AHTuTENa K 6eTa2rnvkonpoTenHy IgA CbiBopoTka |Kon fo 10 1600,00
14.3. UMmmyHHBIe chakTopbl 6ecnnoausa (Immunological Infertility factors)
AHTUTENa aHTUCNepMarbHble B CbIBOPOTKE KpoBu (Anti-Spermatozoa CbiBopoTka |Kon no 9
223 Antibodies, ASA, Serum) KpoBw 1100,00
224 AHTuTEna aHTucnepmanbeHble B cnepme (Anti-Spermatozoa Antibodies, ASA, |Osakynart Kon no 15 1950,00
14.4. PeBMmaTongHbIi apTpuT, nopaxeHus cyctaBoB (Antiphospholipid Syndrome,
44 PesmatongHbiii haktop (P®P) (Rheumatoid Factor, RF) CbiBopoTka |Kon 3 600,00
AHTUTENA K LMKIIMYECKOMY LMTPYnnMHupoBaHHomy nentuay (ALLLM) (Anti- CbiBopoTka |Kon no4
1204 Cyclic Citrullinated Peptide, anti-CCP) KpoBM 1800,00




AHTUTena knacca IgG k kepaTuHy (AHTMKepaTuHOBble aHTuTena, AKA, CbiBopoTka |[MKon no 12
965 AHTudpunarrpmHoBble aHTuTena, APA) (Anti-Keratin Antibodies, AKA, Anti- KpOBWU 2350,00
Filaggrin Antibodies, AFA, IgG)
AHTtuTtena knacca IgG k mognundpoBaHHOMY LITPYNNMHUPOBaHHOMY CbiBopoTka |Kon po 12
1332 BUMeHTUHy (aHTu-MLUB) (Anti-Mutated Citrullinated Vimentin Antibodies, Anti-  |kposu 1850,00
MCYV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa Antibodies, 1gG)
1333 PesmaTtongHbin daktop, IgA (PP IgA; Rheumatoid Factor, RF, IgA) CbiBopoTka |Kon fo 15 1500,00
KpucTtannbl B Ma3ke CUHOBMArbHOW XUAKOCTU (MOHOypaT HaTpus, CwuHoBwmanbHa |Kay no 15
808 nupodocdat kanbuus) (Synovial Fluid Smear, Crystals) 51 )KUOKOCTb 1850,00
MonekynapHo-reHeTudeckoe uccnegosanue HLA-B27 (Molecular Genetic KpoBb Kay no 6
1334 testing HLA-B27) 1350,00
1536 OnuromepHbIn MaTpyKCHbIN 6enok xpswa (Human Cartilage Oligomeric CbiBopoTka |Kon fo 10 2850,00
14.5. Backynutbl 1 nopaxeHus noyek (Vasculitis and Renal Lesions)
AnTuTena knacca IgG k 6a3anbHon membpaxe knyboukos nodek (aHTU-bBMK)  |CeiBopoTtka  |Kon no 13
807 (Glomerular Basement Membrane Antibodies, Anti-GBM, IgG) KpoBwm 1850,00
AnTtuTtena knacca IgG k uutonnasme Hentpocpunos (AHLA) (Anti-Neutrophil  |CeiBopoTka  |MKon 0o 13
970 Cytoplasmic Antibodies, ANCA, IgG) kpoBM 2250,00
AnTtuTena knaccos IgG, IgA, IgM k kneTkam cocyamcToro aH4oTenms CobiBopotka |[MKon no 15
812 (HUVEC), cymmapto (Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM,  |kposu 2100,00
AHTtuTena k peuentopy docdonmnasbl A2 (Anti-Phospholipase A2 Receptor  |CeiBopoTka  |Kon no 15
822 Antibody, PLA2R Antibodies), IgG KpOBM 3500,00
823 AntuTena knacca IgG k mnenonepokcugase (aHtn-MPO) (Myeloperoxidase CbiBopoTka |Kon no 102 1800,00
AnTuTena knacca IgG k C1q caktopy komnnemeHTa (Anti-Complement 1q CbiBopoTka |Kon fo 15
837 Antibodies, Anti-Clq, IgG) KpoBwM 1800,00
AnTtuTtena knacca IgG k npotenHase-3 (aHTn-PR-3) (Anti-Proteinase-3 CbiBopoTka |Kon po 15
955 Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG) KpoBM 1800,00
lMaHenb aHTUTEN K aHTUreHaM aHTMHENTPOMUIbHBLIX aHTUTEN (NaHenb CbiBopoTka  |Kau fo 15
821 aHtureHoB AHLIA), IgG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG, |kposu 3500,00
[unarHocTuka rpaHynemaTo3HbIX BacKynmToB (aHTUHykneapHbln chaktop (AH®),|CeiBopoTtka  |MKon no 12
4065 AT K uTonnaame Heiirpocourios (AHLIA/DANCA, cANCA), IgG) KpoBM 8200,00
NnarHocTuka GeicTponporpeccupytoLero rnomepynoHedpura (AT K CbiBopoTtka |[onykon. n po 12
4066 6a3anbHon membpaHe kryboukoB noyek, AT k uuTonnasme HelTpodunos KpOBWU Kon. 3500,00
(AHLIA/pANCA, cANCA), IgG)
[narHocTuka ayToMMMYHHOrO MOPaXeHWs! NOYeK (aHTUHYKNeapHbI dpakTop CbiBopoTka |[onykon. n no 12
4067 (AH®), AT k 6a3anbHon MembpaHe knyboukoB noyek, AT kK uutonnasme KpOBWU Kon. 4700,00
Hentpocunos (AHUA/pANCA, cANCA), IgG)
14.6. AyToMMMyHHbIe 3HAOKPUHONATUW: caxapHbii AnabeT 1-ro Tuna (Autoimmune
Endocrinopathies: Diabetes mellitus type 1)
AHTuTEna knacca IgG k 6eTa-knetkam nogxenyaodHon xenessbl (Anti-Islet Cell |CbiBopoTka  |MKon no 15
e Antibodies, Islet Cell Autoantibodies, ICA) KpOBM 1800,00
202 AHTuTena knacca IgG k rnytamatgekapbokcunase (aHtn-GAD) (Anti-GAD CobiBopoTka |Kon no 15 1950.00
Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, IgG) KpoBM ’
Antutena k GAD (rnytamataekapbokeunase), IgG, nvukeop (Anti-GAD Jlvksop Kon no 12
202CMDK (glutamic acid decarboxylase), IgG, CSF) 2400,00
200 AHTuTena knacca IgG k nHcynmHy (Insulin Autoantibodies, 1AA, 1gG) CobiBopoTka |Kon no 15 900,00
1285 AHTtuTena k TnpoauHdocdarase (IA-2) (Islet Antigen 2 Antibodies, Anti-IA2 CbiBopoTka |Kon po 15 1950 00
Antibodies, IA-2 Ab, Tyrosine Phosphatase Antibodies) KpoBM ’
AHTUTENA K aHTUreHaMm KneTok nogkenyaoyHon xenesol GAD/IA-2, cymmapHo |CbhiBopoTka  |Kon no 15
1286 (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and KpoBM 3250,00
Insulinoma Antigen 2 (Tyrosine Phosphatase, 1A2, ICA-512) Autoantibodies,
14.7. AyTOMMMyHHbIe 3HAOKPUHONATUWN: ayTOMMMYHHbIE 3aboneBaHusl LUMTOBUAHON
xene3bl (Autoimmune Thyroid diseases)
AHTUTENa K TpeouaHomn nepokcmaase (AT-TIO, myukpocomanbHble aHTutena) |CoiBopoTka  |Kon 3
58 (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO KpOBWU 550,00
Antibodies, TPOADb, Anti-TPO)
AHTtuTtena k TupeornobynuHy (AT-TI) (Anti-Thyroglobulin Autoantibodies, CbiBopoTka |Kon 3
57 Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) KpoBu 550,00
AHTUTENA K MUKpOCOMarnbHoW cppakumm Tupeoumtos (AT k mukpocomansHomy |CeiBopoTka  |MKon fo 10
198 aHTureny tupeouutos, AT-MAIT, AMAT, TpeonaHble aHTUMUKPOCOMarbHble  |KPOBU 750,00
aHtuTena) (Anti-Thyroid Microsomal Antibodies)
AHTtuTena k peuentopam TTI (AT k peuentopamM TMpeoTponHoro ropmoHa B |CeiBopoTka  [Kon no 8
199 cbiBOpoTKe KpoBu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor KpOBM 1700,00
Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor
14.8. AyTOMMMYHHbIE 3HAOKPMHONATUMN: NOPaXeHUe Hafano4eYHMKOB, ayTOMMMYyHHasi
natonorusa roHag (Autoimmune adrenal and gonadal insufficiency)
AHTtuTtena knaccos IgA, IgM, IgG k TkaHu siudHKKa (aHTMoBapuarnbHble CbiBopoTka |[MKon no 14
1209 aHTUTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total) KpoBu 1800,00




AHTUTena knaccos IgA, IgM, IgG k cTeponanpoayLMpyHOLLIMM KreTkam CbiBopoTka |[MKon no 15
1287 HagnoyeyHuka (ACTIK), cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, KpOBM 1800,00
Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG, Total)
AnTtuTena knaccos IgA, IgM, IgG k cTepongnpoayumpyoLlmMm kneTtkam savdka, |CeiBopotka  |MKon po 15
1290 cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell|kposu 3250,00
Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies, SCA against
AHTUTENA K CTEPOMANPOAYLIMPYIOLLMM KNeTKkaMm penpoayKTUBHbIX TKaHen CbiBopotka |[MKon no 15
1291 (Reproductive tissue steroid-producing cells Antibodies) KpoBM 3100,00
14.9. AytoummyHHble 3aboneBaHus koxu (Autoimmune Skin Diseases)
809 AHTUTENa K 6a3anbHo Membpare koxu, IgG (Basement membrane zone CbiBopotka |IMKon ao 15 2300,00
813 AHTuTena knacca IgG k gecmocomam anugepmuca (Desmoglein Antibodies, CobiBopotka  |MKon no 15 2700.00
Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, IgG) KpoBM ’
1298 AntuTena knacca IgG k gecmorneunHy-1 (Desmoglein 1, DSG1 Antibodies, IgG)|CbiBopotka |Kon fo 15 2700,00
1299 Antutena knacca IgG k gecmorneunHy-3 (Desmoglein 3, DSG3 Antibodies, IgG)|CbiBopotka |Kon fo 15 2700,00
AnTtuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous CbiBopoTka |Kon no 15
1330 Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, 1gG) KpoBwm 2700,00
AnTtuTtena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous CbiBopoTka |Kon po 15
1331 Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, IgG) KpOBM 2700,00
Mpodunb «AuarHocTrka 6ynnesHbix gepmarto3os (AT k gecmocomam CbiBopotka |[MKon po 15
4054 anupgepmuca, AT k 6asanbHoi Membpare koxu)» (Bullous Dermatosis KpOBW 4100,00
Diagnostics profile (antibodies to epidermis desmosomes, antibodies to skin
14.10. AyToMMMYHHbI€E MOPaXXeHUs XKenyAo4Ho-KulleyHoro Tpakta. Liennakus
(Autoimmune Disorders of Gastrointestinal Tract (Gl Tract, GIT). Coeliac Disease)
972 AnTtuTena k aHgomusmio, IgG (Anti-Endomisial Antibodies, 1gG, EMA) CobiBopotka |IMKon no 13 1600,00
AHTuTERa Knacca IgA Kk 3HgOMM3UIO (aHTUSHAOMMU3WHbIE aHTuTena, AODMA)  |CeiBopoTka  |IMKon [o 12
810 (Anti-Endomysial Antibodies, Anti-EMA, IgA) KpoBw 1500,00
805 AHTUTENa K NapveTanbHbIM Knetkam xenyaka, IgG (Parietal Cell Antibodies, CbiBopotka |MKon no 12 1800,00
AnTtuTtena knaccos IgA u IgG k peTukynnHy, cymmapHo (Anti-Reticulin CbiBopotka |[MKon no 12
91 Antibodies, ARA, IgA, 1gG, Total) KpoBu 1600,00
AHTuTEna knacca IgG k AeammampoBaHHbLIM NenTuaam rmvaguHa (Anti- CbiBopoTka |Kon Ao 11
210 Deaminated Gliadin Peptide, Anti-DGP, IgG) KpoBM 1000,00
AHTUTENA KNacca IgA k feamuamMpoBaHHbIM NenTuaam rivaguHa (Anti- CbiBopoTka |Kon no 8
2n Deaminated Gliadin Peptide, Anti-DGP, IgA) KpOBM 1000,00
AHTUTERa knacca IgA k TKaHeBOW TpaHcrmoTamuHase (Anti-Tissue CbiBopoTka |Kon no 11
1282 Transglutaminase Antibodies, Anti-tTG, tTGA, IgA) KpoBM 1200,00
AHTuTEna knacca IgG k TkaHeBoOW TpaHcrntoTaMmuHase (Anti-Tissue CbiBopotka |[MKon no 8
1283 Transglutaminase Antibodies, Anti-tTG, tTGA, IgG) KpOBM 1200,00
AHTuTena knacca IgG k BHyTpeHHeMy dpaktopy Kactna (Anti-Intrinsic Factor, |CeiBopotka |Kon po 15
817 IFADb, Intrinsic Factor Antibodies, 1gG) KpoBM 1950,00
AHTuTEna knacca IgG k caxapomuueTam (guarHoctuka 6onesHu KpoHa) (Anti- |CbiBopotka  |Kon no 12
1335 Saccharomyces Cerevisiae Antibodies, ASCA, IgG ) KpOBM 1500,00
AHTUTENa Knacca IgA k caxapomuueTam (guarHocTtvka 6onesuun KpoHa) (Anti- |CbiBopoTtka  |Kon no 12
1336 Saccharomyces Cerevisiae Antibodies, ASCA, IgA ) KpoBM 1500,00
AxTtuTena knacca IgA k umtonnasme Hentpocunos (AHLA) (Anti-Neutrophil CbiBopotka |[MKon no 12
1337 Cytoplasmic Antibodies, ANCA, IgA) KpoBw 1500,00
[narHocTuka ayToMMMyHHOro naHkpeatuta u apyrux lgG4-accoummpoBaHHbix |CbiBopoTka  |Kon po 15
944 3abonesaHuin (Diagnosis of Autoimmune Pancreatitis and other IgG4-Related |kposu 2100,00
CepoaunarHocTuka ayToMMMYHHOrO racTpuTa u nepHuumosHom aHemun (AT k- |CeiBopoTka  |[Monykon. no 17
4055 napvieTanbHbIM Knetkam xenyaka; AT K BHyTpeHHeMy cakTopy KacTtna) KpOBHU Kon. 2750,00
CepopauarHocTtrka 6onesHn KpoHa u Hecneumtnyeckoro S3BeHHOro Konura CbiBopoTka  |[Monykon. fo 12
4056 (HSIK) (AHLIA/pANCA, cANCA, IgG: AHLIAJANCA, IgA; ASCA, IgG, IgA) kpoBM Kon. 5150,00
Llenvnakusi, ceponormnyeckuin ckpuHuHr (AT k aHgomuaumio, IgA; AT k CbiBopoTka  |[Monykon. no 12
4057 JeamvavpoBaHHbIM NenTugam rmvagvHa, 1gG; IgA obu.) KpoBu Kon. 2050,00
Llenvakus, ceponorunyeckas guarHoctuka (AT k aHgommsuto, IgA; AT k CbiBopoTka  |[Monykon. no7
4058 TKaHeBOW TpaHcrnytamuHase, IgA, 1gG; IgA oby.) KpOBM Kon. 3350,00
1338 KanbnpoTektuH dekanbHbin (Fecal Calprotectin) Kan Kon fo 13 2700,00
1212 AHTUTENA K TKAHEeBOW TpaHcrnytamumHase IgG, IgA CbiBopotka |Kon no7 2200,00
Mpocunb "HenepeHocnmocTb 3nakoBbIX' (AHTUTENA K rmuaguHy IgG (Tect CbiBopoTka |Kon no 8
HM3n 270), AHTuTena k rmvagmHy IgA (271), AHTUTena K TkaHeBOW TpaHcriyTamase |KpoBu 3300,00
AHnTtuTtena knaccos IgA 1 IgG k 6okanoBUaHBIM KNETKam KULLEYHMKa, CobiBopotka  |MKon no 11
1530BKK" | oy MmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, IgG, Total) KpoBM 1600,00
AnTuTEena knaccos IgG 1 IgA k GP2 aHTureHy LieHTpoauuHapHbIX KNeTok CobiBopoTka |Kon no 11
1531AALIK nogkenyao4Hom megeam (?Anti-GPZ) ’ P P KpOBVIp 2350,00
AHTUTENA K auMHapHbIM KNneTkaMm noaxenynoyHon xenessl, IgG n IgA CobiBopoTka  |MKon no 11
1532AIMK CYMMapHO (aHTUTena K 9K30KPUHHOWM YacTun NoapKenyao4HON xenesbl, KpOBM 1600,00
Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB)
1617 AHTUTENA K 9HTEepouuTam, knacca IgG CoiBopotka |[MKon no 11 2500,00

14.11. AyTouMmMyHHbIe nopaxeHus neyeHu (Autoimmune Liver Diseases)




804 AHTuTENa K MuToXoHapuaM, IgG (Mitochondrial Antibodies, AMA, 1gG) CbiBopotka |[MKon fo 12 1800,00
806 AHTUTENa K rmagkon myckynatype, IgG (Smooth Muscle Antibodies, SMA, CbiBopotka |[MKon fo 12 1800,00
AHTUTENA K MUKPOCOMaM neyveHun u novek, IgG (anti-liver kidney microsomal CbiBopoTka |[MKon no 12
819 antibody, anti-LKM, 1gG) KpoBw 2300,00
MaHenb anTuten knacca IgG npy ayTouMmyHHbIX 3aboneBaHusx nevexn (AT k |CeiBopoTka  |Kau no 12
aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, KpoBM
1288 SSA/R0-52), ummyHobnoT (Autoimmune Disease Liver Panel: AMA-M2, M2- 3800,00
3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52, IgG,
AHTUTEna knacca IgG Kk acManornMkonpoTeENMHOBOMY peLenTopy (aHTu- CobiBopotka |[MKon no 15
1289 ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti-ASGPR,  |kpoBu 2000,00
1197 Komnnekc mapkepoB ayTOMMMYHHOTO reraTura CbiBopoTka |Kay no7 1800,00
14.12. AyTonmMMyHHbIe HeBpornorunyeckue saboneBaHus (Autoimmune Neurological
936 AHTuTEna k akBanopuHy 4 (NMO), IgG CobiBopoTtka |[MKon no 15 2950,00
AnTtuTtena knacca IgG k ckeneTHbIM Mbiwyam (ACM) (Anti-Skeletal Muscle CbiBopoTka |[MKon po 13
937 Antibodies, AStMA, IgG) KpOBM 1500,00
AnTuTena knaccos IgG n IgM k raHrnuosngam (namH-6mnot: GM1; GM2-GM3-  |CbiBopoTka  |Kau no 12
938 GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbchatnabl), cymmapHo |kposu 5350,00
(Anti-GM1 Antibodies, Anti-GQ1b Antibodies, Anti-Gangliosideantibodies,
MwuoauT-cneuudmyHble aHTuTena knacca IgG (nanH-6not: Mi-2, Ku, PM-Scl CbiBopoTka |Kay no 12
939 100/75; Jo1 PL-7 PL-12 EJ OJ: SRP, SSA (R052)) (Myositis-Specific Panel)  [«posu 4150,00
AHTUTENA K aueTunxonnHoBomy peuenTtopy (AxP, anarHoctuka muacteHun), |CoiBopoTtka |Kon no 15
803 cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR, Total) KpoBwm 5350,00
AHTUHepoHanbHble aHTuTena knacca IgG (nanH-6no1: Hu (ANNA1), Yo-1 CbiBopoTka |Kau po 12
953 (PCA1), CV2, Ma2, Ri (ANNA2), amducusnH) (Anti-Neuronal Antibodies, Blot- |kposu 5350,00
Line (Hu (ANNAT1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin))
Antutena knacca IgG NMDA (N-meTtun-D-acnaprtat) rmytamaTHomMy CbiBopotka |[MKon [o 12
954 peuenTtopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies IgG) KpOBWU 4100,00
Antutena k NMDA rnytamaTHoMy peuenTopy, IgG, onpegenenuve B nuksope  |Jlvksop MKon no 12
954CMX | r1-NMDAR IgG, N-methyl-D-Aspartate Receptor Antibodies, CSF) 8200,00
OnuroknoHarnbHbIM IgG B nivkBOpe (LepebpocnuHanbHOM XUAKOCTH) 1 CbiBopoTtka+ |Kau., Ao 11
4049 cbiBopoTke kpou (Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum) CMX OnucaTtensH 4100,00
b hopmaTt
CBoboaHble nerkve Lenv MMMyHornobynmHoB kanna n naméaa B nkeope INuksop Kon [o 13
1541 (Cerebrospinal Fluid Concentration of Immunoglobulin Free Light Chains) 2150,00
N-TepmuHanbHbIn nponentua npokonnarexHa 1 obwwun (Procollagen Type 1 N- |CeiBopotka  |Kon nob5
204 terminal Propeptide, PINP, Total) KpoBM 1800,00
AHTUTENA K MUenuHy IgG, meToa HenpsiMol MMyHodntoopecueHuum (Anti- CobiBopotka |MKon no 10
1538 myelin antibody, 1gG, IF) KpoBu 1950,00
Antutena k LGI1 n CASPR2 (KOMMOHEHTbI KOMMEKca KanvMeBbiX KaHaros), CbiBopotka |[MKon po 12
1581CB 1gG, cbiBopoTka kpoBu (VGKC-associated proteins LGI1 and CASPR2 KpoBM 6500,00
Antutena k LGI1 n CASPR2 (KoMMOHEHTbI KOMMNIieKca KanueBbiX KaHaros), Jlnksop MKon no 12
1581CMX 114G, nukeop (VGKC-associated proteins LG and CASPR2 antibodies, CSF) 6500,00
AHTUTENa K peuenTtopam HeripoHoB TunoB NMDA,CASPR, LGI, AMPA1, CbiBopoTka  |TUTp no 12
1582CB AMPA2, GABAR1 knacca IgG, pasgensHo, onpegeneHue B CbIBOPOTKE KpoBM 14300,00
AnTuTena k peuentopam HevpoHoB TunoB NMDA,CASPR, LGI, AMPA1, Jlnksop ™D no 12
1582 AMPA2, GABAR1 knacca IgG, pasgenbHo, onpeaernexve B NIMKBope 14500,00
AHTUHeNpoHanbHble aHTuTena, IgG, meToa Henpsmon CbiBopoTka |[MKon no 12
1584AN nmmyHodpnyopecueHummn (Neuronal antibodies, 1gG, Indirect KpoBM 3500,00
AHTUTENA K MbILLEYHO-CcneLmndunieckon TMposnHkmHase (aHTn-MuSK) B CbiBopoTka |Kon no 12
1585MUSK cbiBopoTke kpoBu, (Muscle-specific tyrosine kinase (MuSK) antibody) KpoBM 5800,00
KomnnekcHoe nccnegoBaHve Ans UCMomnb30BaHUsA B AUArHoCTyKe CbiBopoTka+ |3akn [o 13
1537 paccesiHHOro ckrepo3sa: onpeaeneHve onurokroHansHoro IgG (nukeop, CMX; 5600,00
CbIBOPOTKa) 1 CBOBOAHBIX NErkMX Liene UMMYHOrMo0ynmMHOB (NMKBOP) Tvksop;
14.13. AyToMmMMyHHbIe 3a6oneBaHuA nerkux u cepgua (Autoimmune Lung Diseases,
Autoimmune Heart Diseases)
AHTtuTtena knacca IgG k cepaeyHon myckynatype (Muokapay), CobiBopotka  |MKon no 13
815 aHTMMMoKapamanbHble aHTuTena (Anti-Heart Antibodies, 1gG) KpOBM 1650,00
AKTUBHOCTb aHIMoTeH3uH-NpeBpalatoLlero gepmenta (Ald) cbiBOpoTKM CbiBopoTka |Kon no7
844 kpoBwu (Angiotensin Converting Enzyme, ACE, Serum) KpoBwm 2800,00
923 HeonTtepuH (HIM) B cbiBopoTke Kposu (Neopterin, Serum) CbiBopoTka |Kon no 15 1950,00
BocnanutensHble Muokapanonatum (AT k mutoxoHapusam (AMA), AT k CobiBopotka  |MKon no 15
4068 cepAeyHon MyckynaType) KpoBu 2800,00
14.14. UmmyHHBble TpomGouuToneHun (Immune Thrombocytopenia, ITP)
973 |AHTI/ITeJ'Ia knacca k IgG tpombGouutam, Henpsamon TecT (Platelet Antibodies CbiBopotka |[MKon po 15 1800,00

15. AINIEPTOJIOTMYECKUE UCCIIEOOBAHUA (Allergy Examination)

15.1. Annepronoruyeckue uccnegoBaHus, TexHonorns ImmunoCAP (Allergy
examination, InmunoCAP technology)




6830M6 Alternaria alternata (m6) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1200,00
6846M229 |Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP CbiBopoTka |Kon fo 10 2500,00
6831M3 Mnecexb Aspergillus fumigatus (m3) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6833M5 Candida albicans (m5) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00
6834M2 Cladosporium herbarum (m2) IgE, InmunoCAP CbiBopoTka |Kon no 8 1000,00
6832M1 Penicillium notatum (P.chrysogenum) (m1) IgE, InmunoCAP CbiBopoTka |Kon no 8 1000,00
6801PI Phadiatop Infant InmunoCAP, IgE CbiBopoTka |Kon no 8 2950,00
6806F76 Anbda-nakransbymuH (nBos d4) (f76) IgE, ImmunoCAP CbiBopoTka |Kon no 8 2500,00
6814W230 |Amb6po3us Bbicokas, nonbiHonucTHast, nAmb a1 (w230) IgE, ImmunoCAP CbiBopoTka |Kon no 8 2500,00
6903F210 |AHaHac (f210) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00
6882F33 AnenbcuH (f33) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00
6872F13 Apaxuc (f13) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6877F92 BanaH (f92) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6901F88 BapaHuHa (f88) IgE, ImmunoCAP CbiBopotka |Kon ao 11 1000,00
6809T3 Bepesa (t3) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00
68107215 Bepesa 6opogasyaras, rBet v1/PR-10 6enok (1215) IgE, ImmunoCAP CbiBopotka |Kon no 8 2500,00
68117221 Bepesa 6opogasyaras, rBet v2, rBet v4 (t221) IgE, InmunoCAP CbiBopotka |Kon no 8 2500,00
6808F77 Bera-nakrornobynuH, (nBos d5) (f77) IgE, ImmunoCAP CbiBopoTka |Kon [o 9 2500,00
66633 BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) CbiBopotka |Kon fo 10 1000,00
6878F27 loBsguHa (f27) IgE, ImmunoCAP CbiBopoTka |Kon ao 11 1000,00
6886F11 peunxa (f11), IgE, ImmunoCAP CbiBopotka |Kon fo 12 1000,00
[pnbbI (wamnuHboHbl) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus CobiBopoTka |Kon no 12

66643 hortensis, IgE, ImmunoCAP) KpoBw 1000,00
66634 Ipywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImnmunoCAP) CbiBopoTka |Kon 0o 8 1600,00
6819H1 Homawxss neink (Greer Labs.) (h1) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6825H2 Homawxssa neine (Hollister —Stier) (h2) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6879F45 Ipoxokn nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP CbiBopoTka |Kon no 12 1000,00
6890F44 3emnsnuka, Knybruka (f44) IgE, ImmunoCAP CbiBopotka |Kon no 8 1000,00
6807F78 KasewH, monoko (nBos d8) (f78) IgE, ImmunoCAP CbiBopoTka |Kon 0o 8 2500,00
6870F93 Kakao (f93) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6887F35 Kaptodens (f35) IgE, ImmunoCAP CbiBopotka |Kon no 8 1000,00
6898F84 KviBu (f84) IgE, ImmunoCAP CbiBopotka |Kon fo 12 1000,00
6818D2 Knew, pomawHen nbinm / D. farina (d2) IgE, ImmunoCAP CbiBopoTka |Kon 0o 8 1000,00
6817D1 Knew, nomawHen nbinu / D. pteronyssinus (d1) IgE, ImmunoCAP CbiBopoTka |Kon 0o 8 1000,00
6908171 Komap (i71) IgE, ImmunoCAP CbiBopotka |Kon no 8 1000,00
66627 Kodpe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, InmunoCAP) CbiBopotka |Kon no 8 1000,00
6841E94 Kowka, rFel d1 (e94) IgE, ImmunoCAP CbiBopotka |Kon no 8 2400,00
6804E1 Kowka, nepxotb (e1) IgE, ImmunoCAP CbiBopotka |Kon 0o 8 1000,00
6894F24 Kpesetka (f24) IgE, InmunoCAP CbiBopotka |Kon no 8 1000,00
6861E85 Kypuvua, nepo (e€85) IgE, ImmunoCAP CbiBopotka |Kon no 8 1000,00
6917K82 Narekc (k82) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00
6889F208  |JlumoH (f208) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
66635 Manuna (f343), IgE, InmunoCAP (Raspberry, Rubus idaeus, IgE, CbiBopoTka |Kon no 8 1000,00
66636 MangapwvH (f302) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
66631 Mungans (f20) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
66618 Monoko ko3be (f300) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6805F2 Monoko koposbe (f2) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6891F31 Mopkosb (f31) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00
6873F83 Msco kypwuupbl (f83) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6848F232 |OBanbbymuH, anb6ymuH anyHbi, nGal d2 (f232) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1600,00
6884F7 Osec (f7) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6849F233 |Osomykong, nGal d1 (f233) IgE, ImmunoCAP CbiBopoTka |Kon no 8 2500,00
66603 Oscanuua nyrosas (g4) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00
66604 Orypel (f244) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00
66646 OpyBaHuvK 06blkHOBEHHBIV (W8) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6911C1 Menvuunnnuy G (c1) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6876F95 Mepcuk (f95) IgE, ImmunoCAP CbiBopoTka |Kon fo 13 1000,00
6874W6 MonbliHb 06blkHOBEHHast (W6) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6815W231 |lMonbiHb 06bikHOBeHHas, nArtv1 (w231) IgE, ImmunoCAP CbiBopotka |Kon no 8 2400,00
6816W233 |lMonblHb 06bikHOBeHHas, nArtv3 (w233) IgE, ImmenoCAP CbiBopotka |Kon no 8 2500,00
6881F25 Momwugop (f25) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6824E213 Monyran, nepo (€213) IgE, ImmunoCAP CbiBopotka |Kon no 8 1000,00
6869F4 Mwennua (f4) IgE, ImmunoCAP CbiBopotka |Kon no 8 1000,00
6892F9 Puc (f9) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00
6893F26 CsuHuHa (f26) IgE, ImmunoCAP CbiBopotka |Kon fo 12 1000,00
6820HS Cwmecb annepreHos gomaluHen nbinu (Hollister-Stier) (hx2) IgE, ImmunoCAP  |CeiBopotka  |Kon no 8 1650,00
6822MX2 Cwmecb annepreHos nnecenn (mx2) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1650,00
6821TX9 Cwmecb annepreHoB nbinbLbl Aepesbes (tx9) IgE, ImmunoCAP Spb(l)l;(;[;)OTKa Kon no 8 1650,00
6838WX1 Cmecb annepreHoB nbibLbl COpHbIX Tpas (wx1) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1650,00
6914FX5 Cmech AeTCKuX nuieBbix annepreHoB (fx5) IgE, ImmunoCAP CbiBopoTka |Kon 0o 8 1650,00




6883CF Cwmechb nuuiesbix anneprexos (fx15) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1650,00
6868GX1 Cmech MbinbLbl paHHeuseTywux nyrosbix Tpas (gx1) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1650,00
6843E101 Cobaka, rCan f 1 (€101) IgE, InmunoCAP CbiBopoTka |Kon no 8 2500,00

6803E5 Cobaka, nepxotb (€5) IgE, InmunoCAP CbiBopoTka |Kon no 8 1000,00
6871F14 Coesble 6066bI (f14) IgE, InmunoCAP CbiBopoTka |Kon no 8 1000,00

6835G6 Tumodeeska nyrosas (g6) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00
6812G213 |Tumodpeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP CbiBopoTka |Kon no 8 2400,00
6813G214 |Tumodeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP CbiBopoTka |Kon no 8 2400,00

6880F3 Tpecka atnaHtudeckas (f3) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00

6829TP TpunTasa, ImmunoCAP CbiBopoTka |Kon 0o 9 2800,00
6888F225 |TbikBa (f225) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00
6896F17 ®yHayk (f17) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00

66628 Yan nuctoson (f222) IgE, ImmunoCAP CbiBopoTka |Kon fo 12 1000,00

6875F49 A6noko (f49) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00

6836F1 AnyHbin 6enok (f1) IgE, ImmunoCAP CbiBopotka |Kon no 8 1100,00
6837F75 AndHbiv xentok (f75) IgE, ImmunoCAP CbiBopoTka |Kon no 8 1000,00

6802PH Phadiatop InmunoCAP, IgE CbiBopotka |[MKon no 8 3400,00
6920W5 MonbiHb ropbkas (w5) IgE, ImmunoCAP CbiBopotka |Kon no 8 1000,00
6844E102 Cobaka, rCan f 2 (e102) IgE, ImmunoCAP CobiBopoTka |Kon 0o 8 2500,00
6851K208 Jlnzoumm anua, nGal d4 (k208) IgE, ImmunoCAP CbiBopotka |Kon 0o 8 2500,00
6855F353 |Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP CbiBopoTka |Kon fo 10 2500,00
6847E204 Bbluni cbiBOpoTOYHbIN anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP CbiBopotka |Kon no 8 2500,00
6919E81 OBua, anutenun (e81) IgE, ImmunoCAP CobiBopoTka |Kon no 12 1000,00

CradmnokokkoBbIl a3HTepoTokeuH A, IgE (Enterotoxin A (Staphylococcus CbiBopoTka |Kon [o 6
6005 aureus), IgE, m80) KpoBw 1250,00
CTadmnoKoKkoBbI a3HTepoTokeuH B, IgE (Enterotoxin B (Staphylococcus CbiBopoTka |Kon no 6
6006 aureus), IgE, m81) KpoBu 1250,00
6922 O6wwn Ig E ImmunoCAP CobiBopoTka |Kon no 9 1000,00

6823MX1 Cmecb annepreHoB nnecHeBbix rpubkoB (mx1) IgE, ImmunoCAP CoiBopotka |Kon no 8 1650,00

15.2. UmmyHornobynuH E o6wuin (IgE, Total)
MmmyHornobynuHel knacca E (o6wwun IgE, nmmyHornobynuH E o6uymin) CbiBopoTka |Kon 3
67 (Immunoglobulin E Total, IgE Total) KpoBw 550,00
15.3. OnpepeneHue cneuundunyeckux IgE: komnnekcHble annepronaHenu
(Determination of Specific IgE: Comprehensive Allergy Panels)
*OTBeT Mo KaXgomy annepreHy U3 naHenu
665 MaHenb pasHble annepretsl, IgE (Panel Different Allergens, IgE) CbiBopoTka |Kon [o 6 4300,00
6706 [MaHenb pasHble anneprexb 1 CobiBopotka |Kon [o 6 2400,00
6707 [MaHernb pasHble anneprexbl 2 CobiBopotka |Kon [o 6 2400,00
670 MaHenb neguatpuyeckas, IgE (Pediatric Panel, IgE) CobiBopotka |Kon [o 6 4300,00
666 MaHenb pecnupaTtopHble anneprexsl, IgE (Respiratory Panel, IgE) CobiBopotka |Kon [o 6 4300,00
1881 Anneprounn ALEX2 (Allergy Explorer 2), no 300 anneprotectoB CobiBopotka |[MKon no 8 19900,00
6010 PecnuvpaTtopHasi naHens PROTIA Allerqy-Q CobiBopotka |Kon no5 5700,00
6011 Atonuyeckas naHenb PROTIA Allerqy-Q CobiBopoTka |Kon no5 4650,00
15.4. Onpepenexue cneuundunyeckux IgE: nuweBklie annepreHbl (Determination of
Specific IgE: Food Allergens)
*O6wWwmn pe3ynbTaT Mo CMecu anrnepreHoB

669 MaHenb nuwesble anneprensl, IgE (Food Allergy Panel, IgE) CbiBopoTka |Kon 0o 6 4300,00
6691 MaHenb anneprexHos "MNuwesbie 1" CbiBopoTka |Kon 0o 6 2400,00
66912 MaHenb anneprexHos "MNuweBbie 2" CbiBopoTka |Kon 0o 6 2400,00

Cmecb nuLeBbIx annepreHoB 1: anenbcuH, 6aHaH, sbnoko, nepcuk, IgE (FP15 |CeiBopoTka  |Kon nob5
637 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, IgE)* KpoBY 1250,00

Cwmecb nuLLEeBbIX annepreHoB 2: kuBW, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, |CeiBopoTka  |Kon no5
638 F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)* KpOBM 1250,00

CMech NULLEBbLIX annepreHoB 3: CBUHMHA, KYpUHOE MSICO, FOBSAUHA, CbiBopoTka |Kon no5
639 6apaHnwvHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken |kpoBu 1250,00
677 AHaHac, IgE (Pineapple, IgE, F210) CbiBopoTka |Kon 0o 5 550,00
998 AnenbcuH, IgE (Orange, IgE, F33) CbiBopoTka |Kon 0o 5 550,00
611 Apaxuc, IgE (Peanut, IgE, F13) CbiBopoTka |Kon 0o 5 550,00
676 BaHaH, IgE (Banana, IgE, F92) CbiBopoTka |Kon 3 550,00
673 BapaHuvHa, IgE (Lamb, IgE, F88) CbiBopoTka |Kon 0o 5 550,00
649 Bbeta-nakrornobynuH, IgE (Beta Lactoglobulin, IgE, F77) CbiBopoTka |Kon 0o 5 550,00
645 loBsiguHa, IgE (Beef, IgE, F27) CbiBopoTka |Kon 0o 5 550,00
636 "penndpyt, IgE (Grapefruit, IgE, F209) CbiBopoTka |Kon 0o 5 550,00
641 'peyHeBas myka, IgE (Buckwheat, IgE, F11) CbiBopoTka |Kon 0o 5 550,00
650 KasewH, IgE (Casein, IgE, F78) CbiBopoTka |Kon 0o 5 550,00
642 Kanycta koyaHHas, IgE (Cabbage, IgE, F216) CbiBopoTka |Kon 0o 5 550,00
646 KapTodens, IgE (Potato, IgE, F35) CbiBopoTka |Kon 0o 5 550,00
654 Kvw, IgE (Kiwi Fruit, IgE, F84) CbiBopotka |Kon no 5 550,00
634 KnybHuka, IgE (Strawberry, IgE, F44) CbiBopoTka |Kon no 5 550,00
608 Koposbe monoko, IgE (Milk, IgE, F2) CbiBopoTka |Kon 0o 6 550,00
614 Kpabel, IgE (Crab, IgE, F23) CbiBopoTka |Kon no 5 550,00




615 KpeseTtku, IgE (Shrimp, IgE, F24) CbiBopoTka |Kon no 5 550,00
651 KypuHoe msco, IgE (Chicken Meat, IgE, F83) CbiBopoTka |Kon no 5 550,00
635 JlumoH, IgE (Lemon, IgE, F208) CbiBopoTka |Kon no 5 550,00
675 Mawro, IgE (Mango, IgE, F91) CbiBopoTka |Kon no 5 550,00
617 Mopkosb, IgE (Carrot, IgE, F31) CbiBopoTka |Kon 3 550,00
648 OscsaHas myka, IgE (Oat, IgE, F7) CbiBopoTka |Kon 3 550,00
632 Mekapckue gpoxoku, IgE (Baker’s Yeast, IgE, F45) CbiBopoTka |Kon no 5 550,00
674 Mepcuk, IgE (Peach, IgE, F95) CbiBopoTka |Kon no 5 550,00
655 MueHble gpoxokw, IgE (Brewer’s Yeast, IgE, F403) CbiBopoTka |Kon no 5 550,00
647 Mpoco, IgE (Common Millet, IgE, F55) CbiBopoTka |Kon no 5 550,00
610 MwennyHasa myka, IgE (Wheat, IgE, F4) CbiBopoTka |Kon o 46 550,00
652 Puc, IgE (Rice, IgE, F9) CbiBopoTka |Kon no 5 550,00
644 CsuHuHa, IgE (Pork, IgE, F26) CbiBopoTka |Kon no 5 550,00
619 Cenbaepen, IgE (Celery, IgE, F85) CbiBopoTka |Kon no 5 550,00
612 Coeseble 606bl, IgE (Soybean, IgE, F14) CbiBopotka |Kon no 5 550,00
616 Tomarsl, IgE (Tomato, IgE, F25) CbiBopoTka |Kon no 5 550,00
609 Tpecka, IgE (Codfish, IgE, F3) CbiBopotka |Kon no 5 550,00
643 ToikBa, IgE (Pumpkin, IgE, F225) CbiBopotka |Kon no 5 550,00
613 ®yHayk, IgE (Hazelnut, IgE, F17) CbiBopoTka |Kon [o 6 550,00
633 LLlokonag, IgE (Chocolate, IgE, F105) CbiBopotka |Kon no5 550,00
653 A6noko, IgE (Apple, IgE, F49) CbiBopoTka |Kon no 5 550,00
607 AnvHbi 6enok, IgE (Egg White, IgE, F1) CbiBopotka |Kon [o 6 550,00
618 AnvHbiv xentok, IgE (Egg Yolk, IgE, F75) CbiBopotka |Kon [o 6 550,00
6007 Kakao, IgE (Cacao, IgE, f93) CoiBopoTka |Kon no 6 1200,00
Cwmecb nuuieBbIx annepreHoB 15: anenbcuH, 6aHaH, 56510k0, nepcuk, IgE CbiBopoTka |Kon [o 6
6008 (FP15; Food Panel 15: Orange, Apple, Banana, Peach, IgE) KpoBwM 1700,00
Cmech nuLLeBbIX annepreHoB 5: AnyHbIi 6enok, Monoko, Tpecka, nweHnyHas |CeiBopoTka  |Kon no 6
6013 MyKa, apaxuc, coeBble 606k, IgE (FP5; Food Panel 5: Egg White, Milk, KpOBWU 1700,00
Cadfish, Wheat, Peanut, Soybean, IgE)
6015 Poxb/ pxxaHast myka, IgE (Rye, IgE, f5) CobiBopoTka |Kon 0o 6 1200,00
6018 Kodpe, IgE (Coffee, IgE, f221) CobiBopoTka |Kon no 6 1200,00
6019 lopox, IgE (Green Pea, IgE, f12) CoiBopoTka |Kon no 6 1200,00
6020 MuvHpans, IgE (Almond, IgE, f20) CobiBopotka |Kon [o 6 1200,00
6021 Ipywa, IgE (Pear, IgE, f94) CobiBopotka |Kon [o 6 1200,00
6022 Jlyk, IgE (Onion, IgE, f48) CobiBopotka |Kon [o 6 1200,00
6023 OpyBanuwk, IgE (Dandelion, IgE, w8) CobiBopotka |Kon [o 6 1200,00
6121 Anbda-naktoansbymuH, IgE (Alpha lactalbumin, IgE, f76) CbiBopoTka |Kon [o 6 850,00
15.5. OnpeageneHue cneynduryeckux IgE: 6biToBbIE annepreHbl (Determination of
Specific IgE: Household Allergens)
*O6wmn pesynbTat no cmecu annepreHoB (Totall Result for Mixture of Allergens)
Cwmecb annepreHoB nnecenu: Penicillium notatum, Cladosporium herbarum, CbiBopoTka |Kon 0o 6
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, |kpoBu
602 M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum, 1250,00
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*
623 MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) CobiBopoTka |Kon no5 550,00
624 MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) CobiBopoTka |Kon no5 550,00
625 MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) CobiBopoTka |Kon no5 550,00
626 lMneceHb Candida albicans, IgE (Candida albicans, IgE, M5) CobiBopotka |Kon no5 550,00
627 MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) CobiBopoTka |Kon no5 550,00
631 HomawHsas nbinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) CobiBopoTka |Kon no 6 550,00
Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides CbiBopoTka |Kon no 6
621 pteronyssinus, IgE, D1) KpOBM 550,00
622 Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, |CbiBopotka |[Kon no 6 550,00
664 Knew, Dermatophagoides microceras IgE (D3) CbiBopoTka |Kon no 5 550,00
Cwmecb annepreHoB gomaluHer nbinuv 1: Dermatophagoides pteronyssinus, CbiBopoTka |Kon no 6
6004 Dermatophagoides farinae, fomaluHas nbinb, TapakaH, IgE (Dust Panel 1, IgE) |kposu 1700,00
15.6. Onpepenexue cneumduyeckux IgE: annepreHb xkmMBoTHbIX (Determination of
Specific IgE: Allergens of Animal Origin)
*O6LWwmn pe3ynbTaT Mo CMEcKu ansepreHoB
Cwmecb annepreHoB AOMALLHWX FPbI3YHOB: SNUTENNIA MOPCKOW CBUHKY, CbiBopoTka |Kon no5
1070 ANUTENWIA KpOMnuKa, ANUTENWIA XoMsiKa, Kpbica, Mbiwb, IgE (EP70 (E6, E82, KpOBWU 1400,00
E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium,
605 Kowka, IgE (Cat Dander-Epithelium, IgE, E1) CbiBopoTka |Kon 0o 6 550,00
606 Cobaka, IgE (Dog Epithelium, IgE, E2) CbiBopoTka |Kon 0o 6 550,00
620 TapakaH, IgE (Cockroach, IgE, 16) CbiBopoTka |Kon 0o 5 550,00
660 Mopckas cBuHka, anutenun, IgE (Guinea Pig Epithelium, IgE, E6) CbiBopoTka |Kon 0o 5 550,00
661 BonHucTevi nonyraw, nepo, IgE (Budgerigar Feathers, IgE, E78) CbiBopoTka |Kon 0o 5 550,00
662 Osua, anutenui, IgE (Sheep Epithelium, IgE, E81) CbiBopoTka |Kon 0o 5 550,00
663 Kypuvua, nepo, IgE (Chicken Feathers, IgE, E85) CbiBopotka |Kon no 5 550,00
6009 An nuensl megoHocHow, IgE (Honey Bee Venom, IgE, i1) CbiBopoTka |Kon 0o 6 850,00
6017 MepxoTb nowagw, IgE (Horse dander, IgE, €3) CbiBopoTka |Kon 0o 6 850,00
6001E5 Cobaka (e5), IgE (Dog (e5), IgE) CbIBOpOTKa 1o 950,00




15.7. OnpepeneHue cneuunduyeckux IgE: annepreHsi NbinbLbl pacTeHUA
(Determination of Specific IgE: Allergens of Plant Pollen)

*O6wWwmn pe3ynbTaTt Mo CMECcK aninepreHos

CwMecb annepreHoB TpaBbl: exa COopHas, OBCSHHMLA NyroBas, poXb CbiBopoTka |Kon no5
MHOroneTHsIsi, TumodeeBka, MATNMK nyrosow, IgE (GP1 (G3, G4, G5, G6, G8), |kposu
600 Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye Grass, 1250,00
Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*
CmMecb annepreHoB TpaBbl: KOMOCOK OYLUNCTbIN, POXb MHOTOMNETHSA, CbiBopoTka |Kon nob5
TUModpeeBKa, poXb KyNbTUBMPOBaHHasi, OyxapHuK LwepcTucTbin, IgE (GP3 KpOBWU
601 (G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass, Perennial Rye 1250,00
Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*
CwMmecb annepreHoB AepeBbeB: 05bxa, NeLumHa obbikHoBeHHas!, nBa, 6epesa, |CbiBopoTka |Kon no5
603 1y6, IgE (TP (T2, T4, T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, kpoBM 1250,00
CwMmecb annepreHoB COPHON TpaBbl: aMGPO3usi NOSbIHHOMUCTHAS, NObIHb CbiBopoTka |Kon nob5
06bIKHOBEHHas!, NOAOPOXKHUK, Mapb 6enasi, YepTononox pycckui, Ige (WP1 KpOBWU
604 (W1, W6, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort, 1250,00
English Plantain, Lamb's Quarters, Russian Thistle, IgE)*
657 Bepesa, nbinbua, IgE (Birch, IgE, T3) CbiBopoTka |Kon 0o 5 550,00
640 Tononb, IgE (Cottonwood, IgE, T14) CbiBopoTka |Kon 0o 5 550,00
656 TumodbeeBka, nbbua, IgE (Timothy Grass, IgE, G6) CbiBopoTka |Kon 0o 5 550,00
658 MonblHb 06bIKHOBEHHAS, NbibLa, IgE (Mugwort, IgE, W6) CbiBopoTka |Kon 0o 5 550,00
659 MonbiHb ropekas, IgE (Wormwood, IgE, W5) CbiBopoTka |Kon 0o 5 550,00
6016 OscsiHuua nyroeas, IgE (Meadow Fescue, IgE, g4) CbiBopoTka |Kon 0o 6 1250,00
6002W1 Am6posus (w1), IgE (Ambrosia (w1), IgE) ChbIBOpOTKa no 5 900,00
15.8. OnpeaeneHne cneundumyeckux IgE: npodeccmoHanbHble annepreHbl
(Determination of specific IgE: professional allergens)
628 [Natekc, IgE (Latex, IgG, K82) CbiBopoTka |Kon no5 550,00
15.9. OnpeageneHue cneyndpuryeckux IgG: nuwesklie annepreHb! (Determination of
Specific IgG: Food Allergens)
*O6wmn pesynbTaT no cmecu annepreHoB (Totall Result for Mixture of Allergens)
Cwmecb nuileBbIx annepreHoB 1: anenbcuH, 6aHaH, sbnoko, nepcuk, IgG (FP15|CeiBopoTka  |Kon nob5
6612 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, IgG)* KpOBM 1250,00
CMech NULLEBbLIX annepreHoB 2: K1BW, MaHro, 6aHaH, aHaHac, IgG (FP50 (F84, |CeiBopotka  |Kon o5
6611 F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, 1gG)* KpoBM 1250,00
Cmech NuLLeBbIX annepreHoB 3: CBUHMHA, KypyHOe MSCO, roBAAMHA, CbiBopoTka |Kon no5
6613 |6apanuHa, IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken |kposu 1250,00
Onpepgenerne cneunduyeckmnx MMmyHornobynmHos knacca G (IgG) k CobiBopoTka |Kon nob5
231ALL I'IVILI‘.)leBbIM annepreHa(?\)/l (Basic Food);:’rofile, I}:;;G) 198) KpOBVIp 14450,00
6672 AHaHac, IgG (Pineapple, IgG, F210) CbiBopotka |Kon no 5 600,00
6667 AnenbcuH, IgG (Orange, 1gG, F33) CbiBopotka |Kon no 5 600,00
6645 Apaxuc, IgG (Peanut, IgG, F13) CbiBopoTka |Kon no 5 600,00
6671 BanaH, IgG (Banana, IgG, F92) CbiBopoTka |Kon no 5 600,00
6668 BapanuHa, IgG (Lamb, IgG, F88) CbiBopoTka |Kon no 5 600,00
6601 Beta-nakrornobynuH, IgG (Beta Lactoglobulin, 1gG, F77) CbiBopoTka |Kon no 5 600,00
6654 loBaguHa (F27), annepren-cneundgudeckue IgG (Beef, IgG, F27) CbiBopoTka |Kon no 5 600,00
6666 "penndppyT (F209), anneprex-cneundguyeckue IgG (Grapefruit, IgG, F209) CbiBopoTka |Kon no 5 600,00
6644 'peyHeBas myka (F11), anneprex-cneundpuyeckme IgG (Buckwheat, IgG, F11) |CoiBopotka  [Kon no 5 600,00
6602 KaseuH (F78), annepren-cneumndundeckune IgG (Casein, IgG, F78)) CbiBopoTka |Kon no 5 600,00
6649 KanycTa kovanHas (F216), annepren-cneuundudeckue IgG (Cabbage, 1gG, CbiBopoTka |Kon no 5 600,00
6657 Kaptodens (F35), anneprex-cneundguyeckue IgG (Potato, 1gG, F35) CbiBopoTka |Kon no 5 600,00
6608 Kveu (F84), annepren-cneuundudeckue IgG (Kiwi Fruit, IgG, F84) CbiBopoTka |Kon no 5 600,00
6659 KnybHuka (F44), annepren-cneumnduyeckue IgG (Strawberry, IgG, F44) CbiBopoTka |Kon no 5 600,00
6648 Koposbe monoko (F2), annepren-cneumndundeckune IgG (Milk, IgG, F2) CbiBopoTka |Kon no 5 600,00
6652 KpeseTku (F24), annepren-cneuundudeckue IgG (Shrimp, 1gG, F24) CbiBopoTka |Kon no 5 600,00
6603 KypuHoe msco (F83), anneprex-cneundpuyeckme IgG (Chicken Meat, IgG, F83)|CuiBopotka  [Kon no 5 600,00
6609 Jlumon (F208), annepren-cneuududeckue IgG (Lemon, IgG, F208) CbiBopoTka |Kon no 5 600,00
6670 Mawnro (F91), anneprex-cneundpuyeckue IgG (Mango, IgG, F91) CbiBopoTka |Kon no 5 600,00
6656 Mopkosb (F31), annepren-cneuundudeckue IgG (Carrot, IgG, F31) CbiBopoTka |Kon no 5 600,00
6661 OscaHas myka (F7), annepren-cneundunyeckme IgG (Oat, Ig9G, F7) CbiBopotka |Kon no 5 600,00
6664 Mekapckue gpoxokun (F45), annepren-cneuundudeckue IgG (Baker’s Yeast, IgG,|CuiBopotka  [Kon no 5 600,00
6669 Mepcuk (F95), annepren-cneundundeckme IgG (Peach, I1gG, F95) CbiBopoTka |Kon no 5 600,00
6610 MueHble gpoxokn (F403), annepren-cneunduyeckue IgG (Brewer's Yeast, IgG, |CoiBopotka  [Kon no 5 600,00
6660 Mpoco (F55), annepren-cneuundudeckune IgG (Common Millet, IgG, F55) CbiBopotka |Kon no 5 600,00
6658 MwennyHasa myka (F4), annepren-cneundudeckune IgG (Wheat, 1gG, F4) CbiBopoTka |Kon no 5 600,00
6605 Pwuc (F9), annepren-cneundguyeckue IgG (Rice, IgG, F9) CbiBopoTka |Kon no 5 600,00
6653 CsuHuHa (F26), anneprex-cneunduyeckue IgG (Pork, 1I9G, F26) CbiBopoTka |Kon no 5 600,00
6646 Coesble 606b1 (F14), annepren-cneunduyeckue IgG (Soybean, IgG, F14) CbiBopoTka |Kon no 5 600,00
6607 Tomartsl (F25), annepreH-cneumnduyeckue IgG (Tomato, IgG, F25) CoiBopoTka |Kon no5 600,00
6655 Tpecka (F3), annepren-cneundudeckme IgG (Codfish, IgG, F3) CoiBopoTka |Kon no5 600,00
6650 ToikBa (F225), annepren-cneuundguyeckue IgG (Pumpkin, 1gG, F225) CbiBopoTka |Kon no 5 600,00
6647 ®yHayk (F17), annepren-cneundundeckme IgG (Hazelnut, IgG, F17) CbiBopotka |Kon no 5 600,00




6665 LLlokonag (F105), annepren-cneundundeckme IgG (Chocolate, IgG, F105) CbiBopoTka |Kon no 5 600,00
6606 Abnoko (F49), annepren-cneundundeckue IgG (Apple, IgG, F49) CbiBopoTka |Kon no 5 600,00
6643 Avunbin 6enok (F1), annepren-cneundudeckre IgG (Egg White, 1gG, F1) CbiBopoTka |Kon no 5 600,00
6662 Andnbiv xentok (F75), anneprex-cneundudeckme IgG (Egg Yolk, IgG, F75) CbiBopoTka |Kon no 5 600,00
Cneuudmueckue nmmyHornobynunel knacca G (IgG) k nuweBbiM aHTUreHam: |CoiBopotka  |[MKon no 10
1880 Food Xplorer (FOX). (Specific IgG to food antigens: Food Xplorer (FOX)) KpoBM 23900,00
15.10. OnpegeneHue cneuunduyeckux IgG: 6biToBble annepreHbl (Determination of
Specific IgG: Household Allergens)
Cwmecb annepreHoB nrniecenu: Penicillium notatum, Cladosporium herbarum, CbiBopoTka |Kon no5
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, I9G (MP1 (M1, M2, |kpoBu
6619 M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum, 1250,00
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG)*
MneceHb Penicillium notatum (M1), anneprex-cneumdpuyeckme IgG (Penicillium |CoiBopoTka  |Kon no5
6614 notatum, 1gG, M1) KpOBM 600,00
MneceHb Cladosporium herbarum (M2), annepren-cneundgudeckue IgG CbiBopoTka |Kon no5
6615 (Cladosporium herbarum, 1gG, M2) KpoBwm 600,00
MneceHb Aspergillus fumigatus (M3), annepreH-cneunduyeckre IgG CbiBopoTka |Kon no5
6616 (Aspergillus fumigatus, 1gG, M3) KpOBM 600,00
6618 Mnecenb Alternaria tenuis (M6), annepren-cneuundudeckue IgG (Alternaria CbiBopotka |Kon no 5 600,00
Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneuudundeckue IgG  |CoiBopoTtka |Kon no5
6632 (Dermatophagoides pteronyssinus, 1gG, D1) KpoBwm 600,00
Knew, Dermatophagoides farinae (D2), annepren-cneuuduyeckue IgG CbiBopoTka |Kon no5
6633 (Dermatophagoides farinae, 1gG, D2) KpoBwm 600,00
6634 Knew, Dermatophagoides microceras (D3), annepren-cneumndundeckme IgG CbiBopoTka |Kon no 5 600.00
(Dermatophagoides microceras, IgG, D3) KpoBw ’
6635 HomawHss neinb/Greer (H1), annepren-cneuududeckue IgG (House Dust —  |CbiBopoTtka  |Kon no5 600,00
15.11. OnpeneneHune cneuncunyeckux IgG: annepreHbl kXnBoTHbIX (Determination of
Specific IgG: allergens of Animal Origin)
6638 Kowka, anutenui (E1), annepreH-cneumnduyeckme IgG (Cat Dander- CoiBopoTka |Kon no5 600,00
6639 Cobaka, anutenun (E2), anneprex-cneumduueckme IgG (Dog Epithelium, IgG, |CeiBopotka |Kon no5 600,00
15.12 Annepronornyeckue nccnegoBaHus, TexHonorus Ankopbuo (Allergy
examination, AlkorBio technology)
6024Ab Anbda-nakransbymuH (nBos d4) (f76), IgE (Alpha Lactalbumin, nBos d4 (f76), |CbiBopoTka |Kon 0o 6 800,00
6025ABb KasewH, monoko (nBos d8) (f78), IgE (Casein, milk, nBos d8 (f78), IgE) CbiBopotka |Kon 0o 6 800,00
6026Ab Bera-nakrornobynuH, (nBos d5) (f77), IgE (Beta Lactoglobulin, nBos d5 (f77), |CeiBopotka |Kon 0o 6 800,00
6027Ab Bepesa 6opogasyartas, rBet v1 (t215), IgE (Birch, Betula verrucosa, rBet v1 CbiBopotka |Kon 0o 6 800,00
6028Ab Bepesa 6opogasyaTtas, rBet v2 (t216), IgE (Birch, Betula verrucosa, rBet v2  |CbiBopotka |Kon 0o 6 800,00
MonbiHb 06bIKHOBEHHAs, nArtv3 (W233), IgE (Mugwort, Artemisia vulgaris, CbiBopoTka |Kon no 6
6029AB nArtv3 (w233), IgE) KpoBu 800,00
6030ABb Cwmecb annepreHoB nnecenn (mm2), IgE (Mixed mold allergen (mm?2), IgE) CobiBopoTka |Kon no 6 800,00
6031ABb HomawHsas nbinb (Hollister —Stier) (h2), IgE (House dust (Hollister —Stier)(h2), |CbiBopoTtka |Kon no 6 800,00
Kowwuka, ceiBopoToYHbIN anbbymuH, riel d2 (e220), IgE (Cat, serum albumin, CbiBopoTka |Kon no 6
B032AB | /re 42 (e220), IgE) KpOBM 800,00
Cobaka, cblBOpOTOYHbIN anbbymuH, nCan f3 (e221), IgE (Dog, serum albumin, |CeiBopoTka |Kon no 6
6033AB | can 13 (e221), IgE) KpoBM 800,00
Bbi4mni cbIBOPOTOYHbLIN anbbymuH, nBos d6 BSA (e204), IgE (Bovine serum CobiBopoTka |Kon no 6
6034AB albumin, nBos d6 BSA (e204), IgE) KpoBU 800,00
OBanbbymMuH, anbGymMuH sindHbIi, nGal d2 (f67), IgE (Ovalbumin, egg albumin, |CeiBopoTka |Kon no 6
6035A6 nGal d2 (f67), IgE) KpoBM 800,00
6036ABb Osomykoung snua, nGal d1 (f68), IgE (Ovomucoid egg, nGal d1 (f68), IgE) CbiBopoTka |Kon no 6 800,00
6037Ab KonanbbymuH sinua, nGal d3 (f69), IgE (Conalbumin egg, nGal d3 (f69), IgE) |CbiBopoTka |Kon no 6 800,00
6038Ab Jnsoumm anua, nGal d4 (k208), IgE (Lysozyme eggs, nGal d4 (k208), IgE) CbiBopoTka |Kon no 6 800,00
6039ABb Cos, rGly m4 (f353), IgE (Soy, rGly m4 (f353) IgE) CbiBopoTka |Kon no 6 800,00
6040Ab Apaxuc, rAra h8 (f352), IgE (Peanut, rAra h8 (f352), IgE) CbiBopoTka |Kon no 6 800,00
6041ABb Malassezia spp. (m227), IgE CbiBopoTka |Kon [o 6 800,00
6042ABb Cwmecb nyrosblx Tpas (gm1), IgE (Mixed meadow grasses (gm1), IgE) CbiBopoTka |Kon 0o 6 800,00
6043ABb Cwmecb nuuieBblx annepreHos (fm21), IgE (Mixed food allergen (fm21), IgE) CbiBopoTka |Kon 0o 6 800,00
6044ABb An ockl natHucTom (i2), IgE (White-faced hornet (i2), IgE) CbiBopoTka |Kon 0o 6 800,00
6045Ab An ocbl 06bIkHOBEHHOW (i3), IgE (Common wasp (Yellow jacket) (i3), IgE) CbiBopoTka |Kon 0o 6 800,00
6046Ab Komap (i71), IgE (Mosquito (i71), IgE) CbiBopoTka |Kon 0o 6 800,00
6047ABb An wepwwhs (i75), IgE (European hornet (i75), IgE) CbiBopoTka |Kon 0o 6 800,00
6048Ab Menvuynnvn V (c2), IgE (Penicilloyl V (c2), IgE) CbiBopoTka |Kon 0o 6 800,00
6049ABb Orypel (f244), IgE (Cucumber (f244), IgE) CbiBopoTka |Kon 0o 6 800,00
6050Ab Asokago (f96), IgE (Avocado (f96), IgE) CbiBopoTka |Kon 0o 6 800,00
6051ABb Apbys (f329), IgE (Watermelon (f329), IgE) CbiBopoTka |Kon 0o 6 800,00
6052Ab Monoko ko3be (f300), IgE (Goat's milk (f300), IgE) CbiBopotka |Kon 0o 6 800,00
6053Ab Yan (f222), IgE (Tea (f222), IgE) CbiBopoTka |Kon 0o 6 800,00
6054Ab Aumenb (f6), IgE (Barley (f6), IgE) CbiBopoTka |Kon 0o 6 800,00
6055Ab Abpukoc (f237), IgE (Apricot (f237), IgE) CbiBopoTka |Kon 0o 6 800,00




6056AB BuwHsa (f242), IgE (Cherry (f242), IgE) CbiBopoTka |Kon 0o 6 800,00
6057Ab Manuna (f111), IgE (ManuHa (f111), IgE) CbiBopoTka |Kon 0o 6 800,00
6058AB MangapwvH (f302), IgE (Mandarin (f302), IgE) CbiBopoTka |Kon 0o 6 800,00
6059AB BaknaxaH (f262), IgE (Eggplant (f262), IgE) CbiBopoTka |Kon 0o 6 800,00
6060AB Bpokkonu (f260), IgE (Broccoli (f260), IgE) CbiBopoTka |Kon 0o 6 800,00
6061AB YecHok (f47), IgE (Garlic (f47), IgE) CbiBopoTka |Kon no 6 800,00
6062AB "pybbI (LwamnuHboHbI) (f212), IgE (Mushroom (champignon) (f212), IgE) CbiBopoTka |Kon [o 6 800,00
6063AB MoaconHeynrk (w204), IgE (Sunflower (w204), IgE) CbiBopoTka |Kon [o 6 800,00
6064AB Pomalka (w206), IgE (Chamomile (w206), IgE) CbiBopoTka |Kon [o 6 800,00
6065AB CwmopopgwHa kpacHas (f322), IgE (Red currant (f322), IgE) CbiBopoTka |Kon [o 6 800,00
6066AB Cwmecb nuuiesbix anneprexos (fm2), IgE CbiBopoTka |Kon [o 6 2000,00
6067Ab Cwmecb nuuiesbix anneprexos (fm4), IgE CbiBopoTka |Kon [o 6 1800,00
6068AB Cwmechb nuuiesbix anneprexos (fm5), IgE CbiBopoTka |Kon [o 6 2150,00
6069AB Cwmecb nuuiesbix anneprexos (fm6), IgE CbiBopoTka |Kon no 6 1800,00
6070ABb Cwmecb nuuiesbix anneprexos (fm7), IgE CbiBopotka |Kon [o 6 1800,00
6071AB Cwmecb nuwesbix anneprexos (fm10), IgE CbiBopoTka |Kon [o 6 2000,00
6072ABb Cwmecb nuwiesbix anneprexHos (fm18), IgE CbiBopotka |Kon [o 6 2450,00
6073ABb Cwmecb nuuiesbix annepreHos (fm22), IgE CbiBopotka |Kon [o 6 1550,00
6074ABb Cwmecb nuuiesbix anneprexos (fm24), IgE CbiBopoTka |Kon [o 6 1550,00
6075Ab Cwmecb nuwiesbix anneprexos (fm70), IgE CbiBopotka |Kon [o 6 1900,00
6076ABb Cwmecb nuuiesbix anneprexos (fm71), IgE CbiBopoTka |Kon [o 6 1900,00
6077Ab Cwmecb nuuiesbix annepreHos (fm72), IgE CbiBopotka |Kon [o 6 1550,00
6078Ab Cwmecb nuuiesbix annepreHos (fm101), IgE CbiBopotka |Kon [o 6 1550,00
6079ABb Cwmechb nuieBbix annepreHoB (fm104), IgE CoiBopoTka |Kon no 6 1800,00
6080ABb Cwmecb nepbeB ntuy (em1), IgE CoiBopoTka |Kon 0o 6 1550,00
6081AB CmMech nepbeB AekopaTuBHbIX NTUL (em72), IgE CoiBopoTka |Kon 0o 6 1550,00
6082ABb Cwmecb 808 Hacekombix (im100), IgE CobiBopoTka |Kon no 6 900,00
6083ABb Cmech annepreHoB NbibLbl AepeBbEB (paHHee LBeTeHne) (tm2), IgE CbiBopoTka |Kon [o 6 1600,00
6084ABb Cwmech annepreHoB MbifbLbl AepeBbeB (Mo3aHee LBeTeHue) (tm3), IgE CobiBopoTka |Kon 0o 6 1900,00
6085AB Cmech annepreHoB MbifbLbl AepeBbeB (paHHee uBeTeHue) (tm5), IgE CobiBopoTka |Kon no 6 1550,00
6086Ab Cwmech annepreHoB MbifbLbl AepeBbeB (Mo3aHee LBeTeHue) (tm6), IgE CoiBopoTka |Kon no 6 1900,00
6087Ab Cwmecbk annepreHoB nnieceny (mm1), IgE CobiBopoTka |Kon no 6 2000,00
6088ABb BuHorpag (f259), IgE (Grape (f259), IgE) CobiBopotka |Kon [o 6 1300,00
6089AB KpeseTka Turposas (f179), IgE (Tiger shrimp (f179), IgE) CobiBopotka |Kon [o 6 1300,00
6090Ab Jlococb/cemra (f41), IgE (Salmon (f41), IgE) CobiBopotka |Kon [o 6 1300,00
6091AB Cenbgb (f205), IgE (Herring (f205), IgE) CobiBopotka |Kon [o 6 1300,00
6092Ab CkyMbpus (f206), IgE (Mackerel (f206), IgE) CobiBopotka |Kon [o 6 1300,00
6094Ab Bpasunbckun opex (f18), IgE (Brazil nut (f18), IgE) CobiBopotka |Kon [o 6 1300,00
6097Ab opox (f12), IgE (Pea (f12), IgE) CobiBopotka |Kon [o 6 1300,00
6098Ab daconb 6enas (f15), IgE (White bean (f15), IgE) CobiBopotka |Kon [o 6 1300,00
6099AB Obins (f87), IgE (Melon (f87), IgE) CobiBopotka |Kon [o 6 1300,00
6100ABb Poxb (f5), IgE (Rye (f5), IgE) CobiBopoTka |Kon no 6 950,00
6101AB nioTeH (f79), IgE (Gluten (f79), IgE) CobiBopoTka |Kon no 6 1300,00
6102Ab Coip Weenuapckui (f70), IgE (Swiss cheese (f70), IgE) CobiBopoTka |Kon no 6 950,00
6093Ab Kambana (f254), IgE (Plaice (f254), IgE) CobiBopoTka |Kon no 6 1300,00
6095ABb KokocoBebili opex (f36), IgE (Coconut (f36), IgE) CobiBopotka |Kon no 6 950,00
6096Ab "peukunin opex (f256), IgE (Walnut (f256), IgE) CobiBopoTka |Kon no 6 1300,00
6103Ab Cbip Yeppep (f81), IgE (Cheese, Cheddar (f81), IgE) CobiBopoTka |Kon no 6 950,00
6104Ab Coblip ¢ nneceHbto (f82), IgE (Cheese, Mold-type (f82), IgE) CobiBopoTka |Kon no 6 950,00
6105Ab Coip Opam (f150), IgE (Cheese, Edam (f150), IgE) CobiBopoTka |Kon no 6 950,00
6106ABb Cblp Nayga (f198), IgE (Cheese, Gouda (f198), IgE) CbiBopoTka |Kon no 6 950,00
6107Ab Tynel (f40), IgE (Tuna (f40), IgE) CbiBopoTka |Kon no 6 950,00
6108Ab Kykypysa (f8), IgE (Corn (f8), IgE) CbiBopoTka |Kon no 6 950,00
6109ABb Crnwa (f255), IgE (Plum (f255), IgE) CbiBopoTka |Kon no 6 950,00
6110ABb OctparoH (TapxyH) (f272), IgE (Tarragon (f272), IgE) CbiBopoTka |Kon no 6 950,00
6111AB TumbsH (f273), IgE (Thyme (f273), IgE) CbiBopoTka |Kon no 6 950,00
6112ABb Manopat (f274), IgE (Marjoram (f274), IgE) CbiBopoTka |Kon no 6 950,00
6113ABb JiobucTok (f275), IgE (Lovage (f275), IgE) CbiBopoTka |Kon no 6 950,00
6114ABb TmuH (f265), IgE (Caraway (f265), IgE) CbiBopoTka |Kon no 6 950,00
6115ABb KapgamoH (f267), IgE (Cardamon (f267), IgE) CbiBopoTka |Kon 0o 6 950,00
6116AB "'Bo3avka (f268), IgE (Clove (f268), IgE) CbiBopoTka |Kon 0o 6 950,00
6117ABb Cewmsa deHxens (f219), IgE (Fennel seed (f219), IgE) CbiBopoTka |Kon 0o 6 950,00
6118ABb Basunuk (f269), IgE (Basil (f269), IgE) CbiBopoTka |Kon 0o 6 950,00
6119ABb Nmbupe (f270), IgE (Ginger (f270), IgE) CbiBopoTka |Kon 0o 6 950,00
6120ABb AHuc (f271), IgE (Anise (f271), IgE) CbiBopoTka |Kon 0o 6 950,00

6012 Menvuynnmvn G, IgE (Penicilloyl G, IgE, c1) CbiBopoTka |Kon 0o 6 1250,00

6014 dopmanbegerva / dopmanuH, IgE (Formaldehyde/ Formalin, IgE, k80) CbiBopoTka |Kon 0o 6 1250,00

Cmecb annepreHoB AOMALLHUX FPbI3YHOB: ANUTENWUIA MOPCKOW CBUHKM, CbiBopoTka |Kon no 6

1070AB SMUTENWIA KPOmuKa, ANUTENUiA KpoBu 1450,00
6122AB Exa cbopHasi (g3), IgE (Dactylis glomerata (g3), IgE) CoiBopoTka |Kon 0o 6 750,00
6123ABb Mnesen/Pawirpac mHoroneTtHui (g5), IgE (Lolium perenne (g5), IgE) CoiBopoTka |Kon 0o 6 750,00
6124Ab OBcsHuua nyrosasi (g4), IgE (Festula elatior (g4), IgE) CoiBopoTka |Kon 0o 6 1300,00




6125Ab Tumodeeska nyrosas (g6), IgE (Phleum pratense (g6), IgE) CbiBopoTka |Kon 0o 6 750,00
6126Ab MsaTtnvk nyrosoi (g8), IgE (Poa pratensis (g8), IgE) CbiBopoTka |Kon 0o 6 750,00
6127Ab Ananac (f210), IgE (Pineapple (f210), IgE) CbiBopoTka |Kon 0o 6 750,00
6128Ab Kvisu (f84), IgE (Kiwi (f84), IgE) CbiBopoTka |Kon 0o 6 750,00
6129AB BanaH (f92), IgE (Banana (f92), IgE) CbiBopoTka |Kon 0o 6 750,00
6130ABb Mepcuk (f95), IgE (Peach (f95), IgE) CbiBopoTka |Kon no 6 750,00
6131AB PoamapwH (f335), IgE (Rosmarinus officinalis (f335), IgE) CbiBopoTka |Kon [o 6 750,00
6159AB KypuHoe msco (f83), IgE (Chicken (f83), IgE) CbiBopoTka |Kon [o 6 750,00
6160AB Puc (f9), IgE (Rice (f9), IgE) CbiBopoTka |Kon [o 6 750,00
6161AB Abnoko (f49), IgE (Apple (f49), IgE) CbiBopoTka |Kon [o 6 750,00
6162AB Bepesa 6opogasyaTtas (t3), IgE (Betula verrucosa (t3), IgE) CbiBopoTka |Kon [o 6 750,00
6163AB MonbiHb 06bIkHOBEHHast (Artemisia vulgaris) (w6), IgE (Mugwort (w6), IgE) CbiBopoTka |Kon [o 6 750,00
6164Ab MonbiHb ropbkas (Artemisia absinthium) (w5), IgE (Wormwood (w5), IgE) CbiBopoTka |Kon [o 6 750,00
6165AB anuTenuin mopckow ceuHku (€6), IgE (Guinea pig epithelium (e6), IgE) CbiBopoTka |Kon no 6 750,00
6166Ab Mepbsa BonHucToro nonyranyuka (€78), IgE (Budgerigar feathers (e78), IgE) CbiBopotka |Kon [o 6 750,00
6167Ab Onutenuii n wepcTtb oBubl (€81), IgE (Sheep epithelium (e81), IgE) CbiBopoTka |Kon [o 6 750,00
6168AB KypuHble nepbs (€85), IgE (Chicken feathers (e85), IgE) CbiBopotka |Kon [o 6 750,00
6169AB BapaHuHa (f88), IgE (Mutton (f88), IgE) CbiBopotka |Kon [o 6 750,00
6170Ab Mawro (f91), IgE (Mango (f91), IgE) CbiBopoTka |Kon [o 6 750,00
6171AB AnenbcuH (f33), IgE (Orange (f33), IgE) CbiBopotka |Kon [o 6 750,00
6172Ab Onutenui kowwkm (e1), IgE (Cat epithelium (e1), IgE) CbiBopoTka |Kon [o 6 750,00
6173Ab Monoko koposbe (f2), IgE (Milk (f2), IgE) CbiBopotka |Kon [o 6 750,00
6174Ab Knew, Dermatophagoides pteronyssinus (d1), IgE CbiBopotka |Kon [o 6 750,00
6175ABb Knew, Dermatophagoides farinae (d2) IgE CoiBopoTka |Kon no 6 750,00
6176Ab Anvnbi 6enok (f1), IgE (Egg white (f1), IgE) CbiBopoTka |Kon [o 6 750,00
6177Ab Anvnbiv xentok (f75), IgE (Egg yolk (f75), IgE) CbiBopotka |Kon [o 6 750,00
6178Ab Muwenwnua (f4), IgE (Wheat (f4), IgE) CobiBopoTka |Kon no 6 750,00
6179ABb Onurtenui cobaku (e2), IgE (Dog epithelium (e1), IgE) CobiBopoTka |Kon no 6 750,00
6180AB HomawHsas nbinb (Greer Labs, Inc.) (h1), IgE (House Dust — Greer (h1), IgE) |CbiBopoTtka |Kon 0o 6 750,00
6132AB Tpecka (f3), IgE (Codfish (f3), IgE) CobiBopoTka |Kon no 6 750,00
6133ABb Apaxvc (f13), IgE (Peanut (f13), IgE) CoiBopoTka |Kon no 6 750,00
6134Ab CoeBble 606bi (f14), IgE (Soybean (f14), IgE) CobiBopoTka |Kon no 6 750,00
6135Ab ®dyHayk (f17), IgE (Hazelnut (f17), IgE) CobiBopotka |Kon [o 6 750,00
6136Ab Kpabosoe msco (f23), IgE (Crab meat (f23), IgE) CobiBopotka |Kon [o 6 750,00
6137Ab KpeseTku (f24), IgE (Shrimp (f24), IgE) CobiBopotka |Kon [o 6 750,00
6138Ab Tomartsl (f25), IgE (Tomato (f25), IgE) CobiBopotka |Kon [o 6 750,00
6139Ab Mopkosb (f31), IgE (Carrot (f31), IgE) CobiBopotka |Kon [o 6 750,00
6140Ab Tapakan-npycak (i6), IgE (Cockroach; Blatella germanica (i6), IgE) CobiBopotka |Kon [o 6 750,00
6141ABb MnecenHb Penicillium notatum (m1), IgE CobiBopotka |Kon [o 6 750,00
6142AB Mnecenb Cladosporium herbarum (m2), IgE CobiBopotka |Kon [o 6 750,00
6143Ab MneceHb Aspergillus fumigatus (m3), IgE CobiBopotka |Kon [o 6 750,00
6144Ab 'pnbbl popa kaHguaa, Candida albicans (m5), IgE CobiBopoTka |Kon no 6 750,00
6145Ab MneceHb Alternaria alternata (tenuis) (m6), IgE CobiBopoTka |Kon no 6 750,00
6146Ab JlaTekc (k82), IgE (Latex (k82), IgE) CobiBopoTka |Kon no 6 750,00
6147Ab Mekapckue apoxoku (f45), IgE (Yeast (f45), IgE) CobiBopoTka |Kon no 6 750,00
6148Ab LLlokonag (f105), IgE (Chocolate (f105), IgE) CobiBopotka |Kon no 6 750,00
6149Ab KnybHwuka (3emnsiHuka, f44), IgE (Strawberry (f44), IgE) CobiBopoTka |Kon no 6 750,00
6150Ab JlumoH (f208), IgE (Lemon (f208), IgE) CobiBopoTka |Kon no 6 750,00
6151Ab "penindppyT (f209), IgE (Grapefruit (f209), IgE) CbiBopoTka |Kon no 6 750,00
6152Ab 'peva (f11), IgE (Buckwheat (f11), IgE) CbiBopoTka |Kon no 6 750,00
6153Ab Kanycta 6enokoyanHas (f216), IgE (Cabbage (f216), IgE) CbiBopoTka |Kon no 6 750,00
6154Ab ToikBa (f225), IgE (Pumpkin (f225), IgE) CbiBopoTka |Kon no 6 750,00
6155Ab CsuHuHa (f26), IgE (Pork (f26), IgE) CbiBopoTka |Kon no 6 750,00
6156Ab loBsiguHa (f27), IgE (Beef (f27), IgE) CbiBopoTka |Kon no 6 750,00
6157Ab KapTodens (f35), IgE (Potato (f35), IgE) CbiBopoTka |Kon no 6 750,00
6158Ab Osec (f7), IgE (Oat (f7), IgE) CbiBopoTka |Kon no 6 750,00
6181AB MepxoTb nowaam (e3), IgE (Horse dander (e3), IgE) CbiBopoTka |Kon no 6 950,00
6182Ab Onbxa cepas (t2), IgE (Alnus incana (t2), IgE) CbiBopoTka |Kon no 6 950,00
6183Ab JlewmHa obbikHoBeHHas (t4), IgE (Corylus avellana (t4), IgE) CbiBopoTka |Kon no 6 950,00
6184AB MopopoxHuk (wW9), IgE (Plantago lanceolata (w9), IgE) CbiBopoTka |Kon 0o 6 950,00
6185Ab Ackapuga (p1), IgE CbiBopoTka |Kon 0o 6 750,00
6186Ab Cenbpepeti (f85) IgE Celery (f85), IgE CbiBopoTka |Kon 0o 6 750,00
Tononb TpexrpanHbii (Populus deltoides) (t14), IgE Cottonwood (Populus CbiBopoTka |Kon no 6
6187AB deltoides) (t14), IgE KpoBu 750,00
6188Ab Mpoco (f55), IgE Common Millet (f55), IgE CbiBopoTka |Kon [o 6 750,00
6189ABb OpyBsaHuvik (Taraxacum vulgare) (w8), IgE CbiBopotka |Kon [o 6 750,00
6190ABb Knew, Dermatophagoides microceras (d3), IgE (Dermatophagoides microceras |CbiBopotka |Kon [o 6 750,00
6191AB Ykpon (f277), IgE (Dill (f277), IgE) CbiBopotka |Kon 0o 6 750,00
Mnatan kneHonucTHein (Platanus acerifolia) (t11), IgE (MnataH kneHonucTHeIM |CbiBopoTka  |Kon [o 6
6192AB (Platanus acerifolia) (tll(), IgE) (T TeE KpOBVIp 750,00
6193Ab Msco uHgeiiku (f284), IgE (Turkey meat (f284), IgE) CbiBopoTka |Kon [o 6 750,00
6194Ab Ne6epa (w15), IgE (Scale (Atriplex lentiformis) (w15), IgE) CbiBopoTka |Kon 0o 6 750,00




6195AB Ao kypuHoe (f245), IgE (Whole egg (f245), IgE) CbiBopoTka |Kon 0o 6 750,00
6196Ab Ly6 (t7), IgE (Oak (Quercus alba) (t7), IgE)) CbiBopoTka |Kon 0o 6 750,00
6197ABb Jlvna (t208), IgE (Tilia cordata (t208), IgE) CbiBopoTka |Kon 0o 6 750,00
6198AB Anutenuii kponvika (€82), IgE ( Rabbit epithelium (e82), IgE) CbiBopoTka |Kon 0o 6 750,00
6199ABb [y6 yepewyatein (t218), IgE (Quercus robur (t218)), IgE CbiBopoTka |Kon 0o 6 750,00
16. UCCIIEQOBAHUE CMNEPMbI U CBA3AHHbIE TECTbI (Semen analysis and related
16.1. CBeToONTUYECKOE UccnenoBaHue cnepmartosonpoB (Optical Study of
16.2. AneKkTpoHHO-MUKpOCKonu4yeckoe uccnegosaHue cnepmsl (Electron-Microscopic
Study of Sperm)
16.3. AHTUCnepmanbHbie aHTuTena (Antispermatozoal Antibodies)
AHTUTENa aHTMCNepmarbHble B CbIBOPOTKe KpoBw (Anti-Spermatozoa CbiBopoTka |Kon no9
223 Antibodies, ASA, Serum) KpOBM 1100,00
224 AHTUTENa aHTUCNepMmarnbHble B cnepme (Anti-Spermatozoa Antibodies, ASA, |3akynaT Kon fo 15 1800,00
17. UCCIIEQOBAHUA XEJYMU (Bile Examination)
17.1. UccnepoBaHue xenyHoro kamHaA (Study of Gallstone)
MccnegoBaHue xenyHbix kamHen (Gallstones diagnosis) YKenyHbin Ha no 10
15705KK KameHb oTAEeNsLHOM 4300,00
18. ULUTONOI'MYECKUE UCCJIIEOOBAHMUA (Cytological Examination)
*[lns TecTOB, NOMEeY€eHHbIX *, HeobxoanMma npo6onoaroToBka (KXLL).
18.1. XKmagkocTHas umutonorusi, okpawmBaHue no MNanaHukonay (Liquid-Based
Cytology, LBC, Pap-Test)
** UccnepoBaHue Ne ULUX BbinonHseTcAa B Komnnekce ¢ uccnegosaHmem Ne 547N.
UccneposaHue Ne ULLX Henb3A 3aka3aTb oTAenbHO!
XKwnpkocTHas yutonorus. Lintonornyeckoe uccnenosaHve 6ruomatepuana Cockob no9
518 LUerKn MaTKku (okpalumBaHme no MNanaxukonay) 2000,00
547N Ll,monormqecnfoe 1N UMMYHOLIMTOXMMUYECKOE UCCIIEeA0BaHMe C Mapkepamu Cockob Kay fo 14 7900.00
p16INK4a n Ki-67 gna nogTeepXaeHusa aucnnasmm B Maskax CrmsnucTom LWenkn ’
nux MUX-uccnegosanve p16INK4a n Ki-67 Cockob no 19 6500,00
18.2. OkpawmBaHue no MNanaHukonay — Pap-tect (Papanicolaou Stain)
LinTonornyeckoe nccnegosaHue Guomatepuana wenku matkm (okpawvsaHue |Cockob no7
2 no Mananwvkonay, Pap-tecT) (Cytological Examination: Cervix, Pap-test) 1300,00
519 LinTonormnyeckoe nccrnenoBaHve buomaTtepuana cockoboB BYrbBbI U Cockob no7 1600.00
Braranuia, Kpome Lenku maTkm (okpaluvBaHve no MNanaHukonay, Pap-tecT) '
18.3. OkpawmBaHue no PomaHoBckomy-I'vum3e (Romanowsky-Giemsa Stain)
WccnepnoBaHme cockoboB 1 OTNEYATKOB C MOBEPXHOCTU KOXU U CIIU3UCTbIX OTpensiemoe 0o 6
s (Examination of Scrapings and Prints of Skin and Mucous Membranes) rnasa; 1200,00
MccnepoBaHue cockoboB 1 0TNeYaTKoB OMyXonew 1 onyxonenogo6HbIX Cockob no 6
503 ob6paszoBaHui (Examination of Scrapings and Prints Tumor and Tumor Like 1100,00
MccneposaHue sHoockonuyeckoro matepuana (Examination of Endoscopic 3Hpockonuye no 6
Material) CKUI
5043HA martepuan 1100,00
Xenyaok;
3OHpockonuye
WccnepoBaHvsi npoMbIBHBIX Bog, 6poHxoB (ViccriegoBaHue cmbiBoB ¢ 6poHxoB) | CMbIB 0 6
504CBP (Exam‘iErl1ation of BPronchiaI Wasﬁoui)s) ( § P ) g 1100,00
WccnepnoBaHme cockoboB LLENKU MaTKM 1 LIePBUKArbHOIO kaHana Cockob no 6
505 (Examination of Scrapings: Cervix and Cervical Canal ) 950,00
LinTonornyeckoe nccnegoBaHue anUTENUS LLIEVKM MaTKu C ONMcaHeM no Cockob no7
5056 TepmuHonoruyeckon cucteme betecaa (The Bethesda System — TBS) 1000,00
(Cytological Examination of Cervical Epithelium with Description on The
506ACI1 VccnepoBaHve acnvpaTta 13 nonoctu matku (Masku) (Examination of Uterine  |Acnupar [o 6 1200,00
MccnegoBaHue oTnedvaTka ¢ BHyTpumaTodHoun cnvpanu (BMC) (Examination of |Otaensiemoe 0 6
S06BMC Imprinflntrauterine Device, IUD;,Tp P ( 't I'IOJ"CIlOBbIX g 1200,00
507MOY VccnepgosaHnme moun (Examination of Urine) Moua 0o 6 1200,00
507MXE VccnepoBaHve BbigeneHuin n3 MornoyHowm xenesbl (Examination of Breast Otpensiemoe 0o 6 1200,00
WccnepoBaHuve TpaHccyaaToB, akccyaaToB, cekpeToB (Examination of Acuntndecka 0 6
507T3C Transu%ates, Exupdates?/gecrets) " P ( A )ll(-lVI,D,KOCTb; 3 1200,00
508 WccneposaHme mokpotbl (Examination of Sputum) MokpoTa [o 6 1300,00
509MXKE MccnegoBaHue nyHKTaToB MonoYHom xenesbl (Examination of Punctates: MyHkTaTt 0o 6 1500,00
509KOX MccneposaHue nyHkTaToB koxu (Examination of Punctates: Skin) MyHkTaTt 0o 6 1300,00
MccrnepoBaHve nyHKTaToOB ApYrx opraHoB 1 TkaHen (Examination of MyHkTaT; [o 6
510 Punctates: Other Organs and Tissues) Y3en gonu 1500,00




LinTonornyeckoe nccnegoBaHue nyHKTaTa LLMTOBUAHOW Xernesbl ¢ onncaHnem |Ma3sok 0o 6
5106 no TepMuHonornyeckomn knaccugpmkaumm betecaa (The Bethesda System for 1200,00
Reporting Thyroid Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))
LinTonormnyeckoe nccnenoBaHve cockoba (Maska) Crimsnctor o00nodkm Cockob no 6
512 nonoctu Hoca (ogHa nokanusauus) (Cytological Examination: Scrapings 900,00
(Smear) of Nasal Mucous Membrane (1 Localization))
MccnegoBaHue sHOockonuyeckoro matepuana Ha Hanudve Helicobacter pylori |9Hgockonuye no 6
514 (Examination of Endoscopic Material: Presence of Helicobacter pylori) CKUI 1000,00
19. TMCTOJNIONMYECKUE UCCIIEQOBAHUA (Histological Examination)
*[ns TecTOB, NOMeY€eHHbIX *, Heobxoauma npobonoaroroBka (KFT'MCT).
19.1. N'McTonornyeckue nccnegoBaHusi C OKpallMBaHUEM FeMaTOKCUITMH-303UHOM
(Histology, hematoxylin and eosin stain (H&E stain, HE stain))
** UccnepoBaHue Ne 528 BbinonHsAeTcs B komnnekce ¢ uccnegoBaHvem Ne 511.
UccnepoBaHue Ne 528 Henb3s 3aka3aTb OTAENbHO!
'McTonornyeckoe nccnegoBaHue GyoncuiiHOro MaTepuana u matepuana, Acnvpar; no7
NONy4YeHHOro MpY XMPYpPrudeckmx BMeLllaTenscTBax( 3HOOCKONMYECKOro BuonTar;
S11HCK maTepuana; TKaHel XeHCKOW NOI0BOM CUCTEMbI; KOXUN,MSATKUX TKaHew; Mpoun3BonbHbI 2500,00
KPOBETBOPHOM 1 NMMAONAHOMN TKAHEW; KOCTHO-XPSILLLEBOWN TKaHW n
511MXK MynbTudokansHasa 6uoncusa MK BuonTtar Kay no7 6500,00
KoHcynbTauus roToBbIX rmcTonorndeckunx npenapatos (1 ctekno + 1 65ok) MapaduHoBbl no4
5110 (Consultation of Finished Histological Preparations (1 Glass + 1 Block)) 1 6ok + 1600,00
"'mctoxummueckoe nccneposaHue Helicobacter pylori (cnusb) (Helicobacter OHpockonuye no7
516 pylori, Mucus, Histochemical Study)* CKuUi 2500,00
"acTpuT, accouumpoBaHHbIi ¢ Helicobacter pylori (ructonornyeckuii npocpune) | Brontar no7
524 (Helicobacter pylori Associated Gastritis)* 3800,00
'McTonormnyeckoe nccnegoBaHue buonTtatos xenyaka (PAS-peakuus) Acnwupar; no 4
528 BvorTar; 600,00
BuoncuiiHas gnarHocTuka AepMaTtos3oB - Mopdonormieckoe uccreaoBaHne Bvontar Kay no 8
534 6uonTaToB B LENsiX AMarHoCTUKM 3abonesaHuin Koxu (kpome 2600,00
HoBooGpa3oBaHui) (Pathology of skin biopsyes)*
KomnnekcHasi ructoxvmumyeckasi guarHocTuka 3aboneBaHuii BepxHUX oTaernos |AHarnbHas Kay no 8
551 XKKT (nnweBopa, xenyaka, ABeHaauatunepcTHon kuwku) (Complex TpewmHa; 2700,00
morphological and histochemical assessment of diseases upper digestive Acnupar;
579 "'mcToxummyeckoe nccnegoBaHne GMONCUMHOTO M ONepaLMoHHOro matepuana |buonTar Kay no 4 3350,00
ISO-cepTndhurLMpoBaHHOE NPON3BOACTBO MMCTONOMMYECKMX MPenapaTos C Bvontar Kay no 42
581 PYTUHHBIMU OKpPackamu 13 [OCTaBNEHHOro (hUKCUPOBaHHOTO BUONCUAHOTO 6110,00
mMaTepwvana c AekarnbuvHauven (TpenaHobuontaThl 1 06pa3oBaHns KOCTEN).
5501 MonekynsipHo-reHeTu4eckoe uccnegosaHve npu menaHome (BRAF, NRAS) BuonTtar Kay no 10 7900,00
5502 MonekynsipHo-reHeTu4eckoe uccnegosatvie npu GIST-onyxonsx (cKIT, BuonTtar Kay no 10 11900,00
5503 MonekynsipHo-reHeTu4eckoe uccrnefoBaHve npu pake xenyaka (MSI, HER2) |Bvontar Kay no 10 9900,00
MornekynsipHoO-reHeTM4ecKoe nccrneaoBaHve Npu KONopekTanbHOM pake BuonTat Kay no 10
5504 (BRAF, KRAS, NRAS, MSI) 12700,00
5505 MonekynsipHo-reHeTuyeckoe vccriefgoBanve npu pake nerkoro (BRAF, KRAS, |BbvonTar Kay no 10 13890,00
MonekynsipHo-reHeTU4ecKkoe nccnefoBaHmne KONMHOCTU reHOB Npu pake Bvontar Kay po 10
5510 Moso4Hou xenesbl (19 reHos) 7900,00
5511 MonekynspHo-reHeTu4eckoe nccnegoBaHve npu pake tena matku (MSI, Bvontar Kay fo 10 6900,00
5512 Bobissnexue TpaHcnokauun EML4-ALK, ROS1 n mytaumn B reHe MET BuwonTtar Kay no 10 13900,00
[MaTonoroaHaTtoMuyeckoe UccriegoBaHue onepaumnoHHoro marepuvana (4o 6-mi |Acnupar; Kay no7
51104 napadprHOBbIX GIIOKOB) BuvonTar; 3560,00
MaTonoroaHaToMuyeckoe vccrnefoBaHne onepaumoHHoro matepuana (bonee |Acnvpar; Kay no7
51105 6-Tv napadmHoBbIX 6r10KOB) BuonrTar; 3560,00
7020 MonekynspHoe uccnegoaHune paka npoctatel (MIN: PTEN, RB1, TP53, Bvontar Kay fo 10 9900,00
19.2. UMmyHoructoxummnydeckune uccnegoBaHus (Immunohistochemical Examination)
MIMMYHOMMCTOXUMUYECKMI CKPUHUHI paka LUenkn MaTkn — uccnegosanue Asyx |MonoyHas no 10
MapKepoB Af18 paHHel AMarHOCTUKM AMCMNa3nn C BbICOKOM CTEMEHbIO pUcka  |xenesa;
PLUM-T osnokayecTsrnenus: p16INK4a + Ki-67 (6romarepuan, (rkcupoBaHHbIN B MpounsBornbHb! 9050,00
dopmanunHoBom 6ydepe) (Cervical Cancer — Study of Two Markers for Early  |i
D|agn03|s Dyspla5|a Wlth ngh Rlsk Mallgnancy p16INK4a + Ki-67, 6uomarepuan
MMMyHOFMCTOXMMMHeCKMM CKpVIHVIHI' paKa LIJeVIKVI MaTKVI — uccnepoBaHve aByx |MonoyHas no 10
MapKepoB AN paHHeWN AUarHOCTVKM AUCNAa3nn C BbICOKOW CTENEHbIO pucka  |xenesa;
PLUM-B osnokayecTsrneHus: p16INK4a + Ki-67 (6romarepuan, (rkcMpoBaHHbI B MpounsBosbHbI 9050,00
napaduHosom 6noke) (Cervical Cancer — Study of Two Markers for Early n
D|agn05|s DyspIaS|a W|th ngh Risk Mahgnancy p16INK4a + Ki-67, 6uomaTtepuan
PaK MOI‘IOLIHOI/I >Kene3b| — KOMMIEKCHBIN VIMMyHOrVICTOXI/IMI/IHeCKI/IVI npocpunbs  |Acnupar; no 10
PMK-I (6uomatepuan, dukcupoBaHHbI B dhopmanuHoBoM 6ydepe) (Breast Cancer, |BuonTar; 18000,00
Immunohistochemistry, IHC (Formalin-Fixed Biomaterial)) MonouyHas
Pak Mono4yHow xenesbl — KOMMNIEKCHbI MIMMYHOrMCTOXMMUYECKUA npocunb  |Acnupar; no 10
PMX-B (6romaTtepuan, dukcupoBaHHbIN B napacuHoBom 6roke) (Breast Cancer, BuwonTar; 18000,00
Immunohistochemistry, IHC (Paraffin-Embedded Tissue Block)) MornouHas




PeLl,eI'ITOpr K 3CTporeHam u nporectepoHy, UMMYHOIMCTOXUMUYECKOE

Acnupar;

no 10

525 nccnepoBanue (Estrogen and Progesterone Receptors, Immunohistochemical |BuonTar; 7650,00
PeuenTopbl K acTporeHam v MporecTepoHy, MMMYHOTMCTOXMUYECKOE Acnvpar; po 10
5251 uccnenoBaHve (buomarepuan, ukcrpoBaHHbIv B napacmMHoBoM Grioke) BuonTar; 7650,00
(Estrogen and Progesterone Receptors, Immunohistochemical Study (Fixed MornouyHas
Ki-67 (MIB-1) akcnpeccusi, MMMYHOTMCTOXMMMUYECKOE uccrneaoBaHue: ouerHka |MonoyHas no 10
nponudepaTMBHOM aKTMBHOCTU Mo akcnpeccum Ki-67 (buomarepuan, Xenesa;
STINrX rKCHpoBaHHbIN B chopmanuHoBoM bydepe) (Ki-67 (MIB-1) Expression, [Mpon3sBosnbHbI 6300,00
Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical |7
Ki-67 (MIB-1) akcnpeccus, UMMYHOTMCTOXMMUYECKOE NCCriefoBaHmne: oueHka |MonoyHas po 10
nponudepaTBHOM aKTUBHOCTU Mo akcrnpeccum Ki-67 (buomartepuan, xenesa;
52221rx duKcHpoBaHHbIN B napadpuHoBom 6roke) (Ki-67 (MIB-1) Expression, MponsBosbHbI 6300,00
Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical |
HER2/neu akcnpeccusi, HER2-cTtaTyc, MIMMYHOTMCTOXUMUYECKOE BuonrTar; no 10
5112UIX nccnepnosanwve, UMX (bruomartepunan pukcnpoBaHHbIi B hopMannHOBOM MonoyHas 6300,00
6ydepe) (HER2/neu Expression, HER2 Status, Immunohistochemical Study  |xenesa
Onpepenexve HER2 craTyca onyxonvm MeTogomM nMmMyHOdlyopecLieHTHON MapaduHoBbI no 22
530FISH 160 uavsauum in situ (FISH) (Determination of HER2 Status of Tumor, ¥ 6ok + 29800,00
Pak npegcratenbHom xenesbl — KOMMNAEKCHOE UMMYHOMMCTOXYMUYECKoe BuonTtart no 11
nccnefoBaHne ¢ OLEeHKON akcnpeccun: anbda-meTtunauun-KoA-pasemasbl
532UrX (P504S, AMACR), uMtoKepaT1HOB BbICOKOrO MOrekynspHoro seca (34RE12), 13200,00
6enka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight cytokeratin
Pak npegcraTenbHOM xenesbl — KOMMNEKCHOE UMMYHOMMCTOXUMUYecKoe MapadnHoBb! no 11
nccnegoBaHve ¢ OLeHKon akcnpeccun: anbda-metunaunn-KoA-pauemasbl 1 6ok
533UrX (P504S, AMACR), uMToKkepaTiHOB BLICOKOTO MOIEKynsipHoro seca (34RE12), 13160,00
6enka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
HER2/neu akcnpeccus, HER2-ctaTtyc, UMMYHOrMCTOXMMUYECKOE MonouHas fo 10
5113UMX uccnegosaHve, UMX (buomartepuan, ukcrpoBaHHbI B napaduHoBoM 61ioke) |xenesa; 5765,00
(HER2/neu Expression, HER2 Status, Immunohistochemical Study (Fixed MapadpuHoBsbl
MMMyHormcToxvmmyeckast AMarHocTuka XpoHUYeCcKoro aHgomeTpuTa — Mpon3BonbHbI fo 10
BbISIBNEHVE nnasmaTtuyeckmx knetok (CD138) (buomatepuan, dvKcMpoBaHHbIN| i
S114UMX B chopmanmHoBoM Gydepe) (Chronic Endometritis, Identification of Plasma 6uomaTtepuan 5775,00
Cells CD138, Immunohistochemical Diagnosis (Fixed Biomaterial in Formalin
MMMyHOrMcToxmMmmyeckas AMarHoCTuka XpOHU4YECKOro aHgoMeTpuTa — Bvontar po 10
BbISIBNEHWE NnasmaTtudeckmx knetok (CD138) (6uomatepuan, uKCMpoBaHHbIN
S1151rX B napacuHoBom 61oke) (Chronic Endometritis, Identification of Plasma Cells 5775,00
CD138, Immunohistochemical Diagnosis (Fixed Biomaterial in Paraffin Block))
MMMyHormcToxvmmyeckoe nccnefoBaHne mapkepa paHHen AuarHoCcTuku MonoyHas 8o 10
AVCnnasum C BbICOKOW CTEMeEHbIo pycka o3rnokadecTtsrnenus: p16INK4a Xenesa;
S1161rX (6uomatepuan, ukcrpoBaHHbIv B dpopmanunHosom 6ydepe) (Early Diagnosis |[pov3sornbHbI 5110,00
Marker of Dysplasia with High Risk Malignancy: p16INK4a, n
MMMyHorMcToxmMmmyeckoe vccrnefoBaHue Mapkepa paHHen AuarHoCTVKM MonouHas po 10
Oucnnasunm ¢ BbICOKOW CTENEHbIO pycka o3nokavecTsrieHus: p16INK4a xenesa;
ST7NrX (bromatepuan, doukcMpoBaHHbI B napaduHoBom 6roke) (Early Diagnosis MponsBosbHbI 5150,00
Marker of Dysplasia with High Risk Malignancy: p16INK4a, n
MmmyHornctoxummdeckoe (MIMX) uccnegosaHue: guarHoctuka [Mpon3BosnbHbI no 21
5118UIMX nmmdonponudepaTBHbIX 3aboneBaHuii (buomatepwman, 3akoyeHHbIV B " 25400,00
napaduHoBhIi 6rok) (Immunohistochemical diagnosis of lymphoproliferative  |6uomartepuan
MmmyHormuctoxummueckoe (UIMX) nccnegosaHve: anarHocTvka Mpon3BosnbHbI no 21
nuMmdonponudgepaTmBHbIX 3aboneBaHni (GuomaTtepuan, PUKCUPOBaHHbIN B n
5119MrX dopmanunHoBoM 6ydepe) (Immunohistochemical diagnosis of 6uomaTtepuan 25400,00
lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*
MmmyHormnctoxummdeckoe (MIMX) nccnegosaHue: gnarHoCcTuKa ructoreHesa Mpon3BonbHbI no 21
MeTacTasoB MpW HeyCTaHOBIIEHHOM MEPBUYHOM oyare (CneKTp Mapkepos Ana |
5120MFX  |BbIABNEeHMA TkaHeBOW NPpUHAANEXHOCTY) (GuomaTepman, 3aKknioYeHHbI B 6romatepuan 25400,00
napaduHoBbIv 6rok) (Immunohistochemical diagnosis in cancer metastasis of
unknown primary origin (Tissue Embedded in Paraffin Block))
MmmyHoructoxummyeckoe (UIMX) nccnepoBaHve: gnarHocTvka ructoreHesa [Npoun3BosnbHbI no 21
MeTacTasoB MNpy HeyCTaHOBIIEHHOM MEPBUYHOM o4are (CneKTp MapkepoB Ans |
5121UMX BbISIBIIEHVS1 TKAHEBOW NpUHaAnexHocTh) (bruomatepuan, UKCUPOBaHHbIN B bromatepuan 25400,00
cdopmanunHoBoM bydepe) (Immunohistochemical diagnosis in cancer
metastasis of unknown primary origin (Fixed Biomaterial in Formalin Buffer))*
HndbdepeHumanbHasa guarHocTka MenaHoMbl, UMMYHOrMCTOXUMUYECKOoe Bvontar Kay fao 21
(UrX) uccneposanue, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-
535 20900,00

45, SOX-10 (IHC verification of malignant melanoma using assessment of the
expression S-100, Melan A (MART-1), HMB-45, SOX-10)*




OudbbepeHumanbHas guarHocTMka MenaHoMbl, UIMMYHOTUCTOXUMUYECKOe BuonTtart Kay no 21
(NIX) nccnepoBanwne, oueHka akcnpeccum S-100, Melan A (MART-1), HMB-
536 45, SOX-10 (IHC verification of malignant melanoma using assessment of the 20300,00
expression S-100, Melan A (MART-1), HMB-45, SOX-10)
MMmyHornctoxmmmyeckoe nccnegosanue (1 mapkep): ytounsiiowee UMX- MapaduHoBbl |Kay no 14
537 vccnegoBaHue ¢ ucnonb3oBaHneM 1 aHTutena (Mapkepa) 1 6ok 2300,00
OnpepneneHve akcnpeccumn 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ BuonTtart no 16
549 ncnonb3oBaHuem aHtuten k PD-L1 knoH SP263 (Ventana). (PD-L1 expression 16200,00
in tumor tissue by IHC using PD-L1 clone SP263 (Ventana) antibodies).
OnpepeneHwve akcrnipeccumn 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ BuonTar no 16
550 ncnonb3oBaHvem aHtuten k PD-L1 knoH SP142 (Ventana). (PD-L1 expression 16200,00
in tumor tissue by IHC using PD-L1 clone SP142 (Ventana) antibodies).
OnpepneneHve akcnpeccumn 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ BuonTtart no 16
554 ncnonb3oBaHneM aHtuten k PD-L1 knoH 22C3 (Dako). (PD-L1 expression in 22550,00
tumor tissue by IHC using PD-L1 clone 22C3 (Dako) antibodies).
20. ULUTOrEHETUYECKUE UCCJIEQOBAHUA (Cytogenetic Examination)
20.1. UntoreHeTuyeckue nccnegoBanus (Cytogenetic Examination)
WccnenosaHue kapnoTuna (KONM4eCTBEHHbIE U CTPYKTYPHbIE aHoManm KpoBb Onwucanve fo 23
xpomocom) (Karyotype esynbTaTa
7811IN P ) (Karyotype) gpa?:om _ 7700,00
LMTOreHeTmK
7642 MoneKynspHbI CKPUHWHT Ha MUKpoaeneumn/ MYKpoaynnvKaLyum XpoMoCoM Kposb Kay [o 23 9900,00
777729 VccnegoBaHne xpomMocoM B abOPTYBHOM MaTtepuane, CKPUHUHT BuonTar Kay no 12 9300,00
777750 MccnepgoBaHue xpomocoM B abOpTUBHOM MaTtepuvane, paclumpeHHoe BuonTar Kay no 16 16900,00
777794 XPOMOCOMHbIV MUKPOMATPUYHbBIV aHanm3 KpoBb 3akn no 35 27500,00
777795 XMA abopTtHoro martepuana ABOpPTHBbIN 3akn no 17 21900,00
21. OHKOFrEHETUYECKUE UCCINEQOBAHUSA (Oncogenetic Examination)
21.1. OHkoreHeTn4eckue uccnegosaHusa (Oncogenetic Examination)
MLUP ananus xumepHoro reHa BCR/ABL - t(9;22), onpegenenve Tuna LlenbHas Kay po 13
777732 TpaHckpunta BCR/ABL reHa - kavecteeHHas MLP (PCR analysis of the KpOBb 2600,00
chimeric BCR/ABL gene - t(9;22), determination of the BCR/ABL gene
AHanus xumepHoro reHa BCR-ABL (FISH, konuy.) (Analysis of chimeric gene |KocTHbii mo3r|Kon no 11
777734 |BCR-ABL, FISH, quantitative) 9400,00
Awnanua nepectpoek reHa FGFR1 (FISH, koruy.) (Analysis of gene LlenbHas Kon no 11
777735 rearrangements FGFR1 (FISH, quantitative)) KpOBb 9400,00
AHanus xumepHoro reHa FIP1L1/PDGFRa(FISH, konuny.) (Analysis of chimeric |LlenbHas Kon no 11
7737 | gene FIP1L1/PDGFRa (FISH, quantitative)) KpoBb 9400,00
AHanus myTaumii B 12 ak3oHe JAK2 rena (MLP, kau.) (Analysis of JAK2 Exon |UenbHas Kay no 27
rrrrss 12 mutations (PCR qualitative)) KpOBb 4900,00
Ananua mytaumn B reHe MPL, MLP, kayectBeHHbIn (Analysis of MPL gene LienbHas Kay no 27
LEEEES mutations, PCR, qualitative) KpOBb 4900,00
777740 AHanus myTaumi, Fleneumﬁ, !/IHC(%le,I/II?I 1.3 reHe CALR (ULI,I?, kay.) (Analysis of |LlenbHas Kay no 27 4900.00
CALR gene mutations, deletions, insertions, PCR, qualitative) KpOBb ’
Ananua xumepHoro reHa PML/RARa -t(15;17) (MUP, ka4.) (Analysis of LienbHas Kay no 13
TTTTA2PML | imeric gene PML/RARa -t(15;17) (PCR, qualitative)) KpOBb 2700,00
AHanua xumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( NLP, kau.) (Analysis of |LenbHas Kay po 13
7TTT43RUN chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative)) KpOBb 2700,00
Ananua xumepHoro reHa CBFR/MYH1- inv(16),t(16;16) (MUP, kay4) (Analysis of |LlenbHas Kay no 13
777744CBF chimeric gene CBFB/MYH1- inv(16),t(16;16) (PCR, qualitative)) KpoBb 2700,00
AHanu3s nepectpoek 5 xpomocomsl (FISH, konuy.) (Analysis of chromosome 5 |KocTHbin mo3r|Kon no 11
7TT753Q5 rearrangements (FISH, quantitative)) 9900,00
Ananua nepectpoek 7 xpomocomsbl (FISH, konuny) (Analysis of chromosome 7 |KocTHbin mo3r|Kon no 11
777748Q rearrangements (FISH, quantitative)) 9900,00
AHanu3a nepectpoek MLL reHa (FISH, konwny.) (Analysis of MLL gene KocTHbI Mmo3r|Kon no 11
TTTTAMLL rearrangements (FISH, quantitative)) 9900,00
7777473Q |AHanus nepectpoek 3q (FISH, konuy.) (Analysis of 3q rearrangements (FISH, |KocTHbin mosr|Kon ao 11 9900,00
777751P Ananuna geneumn 12p (FISH, konwnd.) (Analysis of 12p deletion (FISH, KocTHbIn mo3r|Kon ao 11 9900,00
777752Q20 |AHanus geneuwn 20q (FISH, koruny.) (Analysis of 20q deletion (FISH, KocTHbIn mo3r|Kon ao 11 9900,00
Ananua xumepHoro reHa MLL/AF4 -t(4;11) (MLP, ka4.) (Analysis of chimeric LlenbHas Kay no 13
7TT745MLL gene MLL/AF4 -t(4;11) (PCR, qualitative)) KpoBb 2700,00
AHanus xumepHoro reHa E2A/PBX1 - t(1;19) (MLUP, kay.) (Analysis of chimeric |LUenbHas Kay po 13
TTTT46E2A gene E2A/PBX1 - t(1;19) (PCR, qualitative)) KpOBb 2700,00
Ananu3 geneuumm TP53 reHa (FISH, konuy.) (Analysis of TP53 gene deletion KocTHbIn mo3r|Kon no 11
TTT791TPS3 | d cuantiative)) ( ) (Analy g 9400,00
AHanus geneuumn TP53 renHa (FISH, konuny.) (Analysis of TP53 gene deletion  |LenbHas Kon no 11
777754TPS3 (FISH, gquantitative)) KpOBb 9900,00




Ananua nepectpoek IGH rena (FISH, konud.) (Analysis of IGH gene KocTHbin mo3ar|Kon no 11
ARTSSIGH rearrangements (FISH, quantitative)) 9900,00
AHanus TpaHcnokauum t(4;14)(p16;932) (FISH, konn4.) (Analysis of KocTHbin mo3ar|Kon no 11
TTTTS6TH translocation t(4;14)(p16;932) (FISH, quantitative)) 9400,00
Ananua TpaHcnokauum t(11;14)(q13;932) (FISH, konn4.) (Analysis of KpoBb Kon no 11
7rrrsTTRQ translocatri)on t(ll;14)(q1(3;q32))((?:ISIf‘|,qu)a(ntitative)) ! ’ P 9900,00
777792DEL AHaJ‘II/I3'MOHOCOMVII/I, aeneumn 13 xpOMOCOMbI - (del(13), -13) (FISH, kornuny.)  |KocTHbI mo3r|Kon no 11 9400.00
(Analysis of chromosome 13 monosomy, deletion — (del(13), -13) ’
AHanua moHocomum, geneuunn 13 xpomocombl — (del(13), -13) (FISH, konmny.)  |LlenbHas Kon no 11
77TT58DEL (Analysis of chromosome 13 monosomy, deletion — (del(13), -13) KpoBb 9900,00
AHanu3 TpaHcnokauwm t(14;16) (IGH/MAFB) (FISH, konuy.) (Analysis of KocTHbIn Mmo3r|Kon no 11
7TT7T93IGH translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 9400,00
Ananua TpaHcnokauum t(14;16) (IGH/MAFB) (FISH, konuy.) (Analysis of LlenbHas Kon no 11
TTT759IGH 2 nslocation t(14:16) (IGH/MAFB) (FISH,quantitative)) KpOBb 9900,00
AHanus nepectpoek ATM reHa (FISH, konmny.) (Analysis of ATM gene LlenbHas Kon no 11
7TT761ATM rearrangements (FISH, quantitative)) KpOBb 9900,00
Ananus Tpucomum 12 xpomocomsl (+12) (FISH, konuy.) (Analysis of LlensHas Kon no 11
7rrr62Q12 chromosome 12 trisomy (FISH, quantitative)) KpoBb 9900,00
AHanus Bcex cneumduyeckmx abeppauuin Ha napadyHOBbLIX cpesax MapaduHoseb! |[Kon 013
7rrrraTQQ (rMcToFISH, KonMI:li.)CtZAnalysis of aIFI)Zpicific aberp:a?i;ns on parF;ffin slides e c;r;e(il g 12400,00
Ananua TpaHcnokauum t(11;14)(q13;932) Ha napadmHOBLIX cpe3ax MapadwmHosbl |[Kon no 11
777790TQ  |(rvecToFISH, konmuy.) (Analysis of translocation t(11;14)(q13;932) on paraffin e cpesbl 9400,00
slides (FISH Histology, quantitative))
AHanu3 TpaHcnokaumm t(11;18)(q21;921) (FISH, konuy.) (Analysis of LlenbHas Kon no 11
77TT763TQQ translocation t(11;18)(g21;q21) (FISH, quantitative)) KpOBb 9900,00
777764BCL AHanua nepectpoek reHa BCL- 6 (der(3)(q27)) (FI_SH‘, kornd.) (Analysis of BCL{LlenbHas Kon Ao 11 9900.00
6 gene rearrangements (der(3)(q27) (FISH, quantitative)) KpoBb ’
AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napachuHOBbIX cpe3ax MapaduHoBbl |[Kon no 13
777771BCL |(TvcToFISH, konn4.) (Analysis of BCL- 6 gene rearrangements (der(3)(q27)) on|e cpe3bi 12400,00
paraffin slides (FISH Histology, quantitative))
Ananua nepectpoek MYC rena ( 1(8;14)(q24;932)-1(2;8)(p11;924), t(8 LlenbHas Kon Ao 11
777765MYC  |;22)(924;911)) (FISH, konwn4.) (Analysis of MYC gene rearrangements KpOBb 9900,00
(t(8;14)(924;932)-t(2;8)(p11;924), t(8 ;22)(q24;911) (FISH, quantitative))
AHanua TpaHcnokaumm t(2;5)(p23;q35) (FISH, konnd.) (Analysis of translocation | LiensHas Kon no 11
7TTT66TQQ  io:5)(023:935) (FISH, quantitative)) KpOBH 9400,00
AHanu3 TpaHcnokaumm t(2;5)(p23;935) Ha napaduHoBbIX cpesax (ructoFISH,  |MapaduHoBkl [Kon no 13
TrrrzTeQ KOnuY.) (Knalysis of tran(sloczﬁon t(z2;5))(p23;qp3g)) on paraffirr)1 slide(s (FISH e cgei,l 12400,00
Ananus nepectpoek BCL2 reHa LenbHas Kon no 11
777767BCL2 |t(14;18)(932;921),1(2;18)(p11;921),t(18;22)(921;911) (FISH, konmn4.) (Analysis |kpoBb 9900,00
of BCL2 gene rearrangements
777773BCL2 AHanms' nepectpoek BCL2 reHa Ha I'Iapa(bl/IHOBbIX' cp(-?aax (FVICTOF|$H, konmy.) |MapadmHoBbl |Kon 0o 13 12400 00
(Analysis of BCL2 gene rearrangements on paraffin slides (FISH Histology, e cpesbl ’
548 Onpepgenexue akcnpeccun PDLA1 BuonTtar Kay no 11 8850,00
OnpepgeneHue pacnpocTpaHeHHbix myTtauui reHoB BRCA1,BRCA2 npu pake |Buontat Kay no 11
e MOJOYHOW Xene3sbl U ANYHUKOB B BMOMNCUMIAHOM MaTepuarne 7900,00
562 Onpegenexve myTtauui B 18,19.20, 21 ak3oHax reHa EGFR BuonTtart Kay no 14 8850,00
563 Onpepenexune runepakcnpeccumn reHa HER2 (konunHoCTb reHa) BuonTar Kay no 11 11400,00
565 Onpegenexve myTtauui B 15 ak3oHe reHa BRAF BuonTtart Kay no 11 6400,00
568 Onpegenexve mytauuii reHa PDGFRa BuonTar Kay no 14 11900,00
569 OnpepeneHve mytauun Bo 2,3,4 ak3oHe reHa KRAS BuonTtar Kay no 11 7300,00
571 OnpepeneHve mytauun Bo 2,3,4 ak3oHe reHa NRAS BuonTtar Kay no 11 7300,00
574 OnpegeneHne MMKpocaTennmMTHon HectabunbHocTn (MSI) Buontar Kay ao 11 7300,00
576 Onpepenexve mytauun reHa cKIT BuonTtar Kay no 14 11400,00
577 OnpepeneHve nepecTtpoek reHa ALK BuonTar Kay no 11 8900,00
578 OnpepeneHve nepectpoek reHa ROS1 BuonTar Kay no 11 8900,00
777722 Mytaumm B reHe POLE BuonTtar Kay no 11 8950,00
777723 MyTaumm B reHe IDH2 BuonTtar Kay no 12 10900,00
777724 MyTaumm B reHe IDH1 BuonTtar Kay no 12 10900,00
777725 MyTtaumsa PIK3CA BuonTtar Kay no 12 10900,00
777726 Onpegenexue TpaHcnokaummn 1p/19q BuonTtar Kay no 12 10500,00
777727 Onpepgenexve metTunvpoanus reHa MGMT BuonTtar Kay no 12 10900,00
777728 Onpegenexune abepaumn C228T 1 C250T B reHe TERT BuonTtar Kay no 11 9500,00
777730 MyTaumm B reHe MET BuonTtar Kay no 11 11500,00
MonekynsipHo-reHeTU4ecKoe nccrefoBaHve onepaLoHHOro matepvana MapadomHosebl |Kay no 12
LLIMTOBMAOHOW XXene3bl Ansa onpegenerust mytauui reHoB KRAS, NRAS, 1 6nok +
582 HRAS, BRAF, TERT (Molecular genetic study of thyroid surgical material to CTeKIo 9500,00
determine mutations of KRAS, NRAS, HRAS, BRAF, TERT genes)
KoHcynbTaTWBHBIM NPOCMOTP U MOMEKYNAPHO-TEHETUYECKOE NCCrefoBaHne MapaduHosbl [Kay fo 16
583 LLIMTOBUOHOW Xenesbl. 1 6nok + 15250,00




AHanua oTHocuTenbHou akenpeccun reHa BCR/ABL p190, konnmyecTBeHHas LienbHas Kon no 13
7655 RQ MUP (B peansHom BpeMenm) (PCR analysis of the relative expression of KpOBb 5950,00
the BCR/ABL p190 gene — quantitative RQ PCR (real time))
277702 MyTaumoHHOBIV cTaTyc reHoB BapuabernbHbIX y4acTKOB MMMYHOTNIO0ynMHOB KpoBb Kay no 28 14
0 IGHV, NP (IGHV mutational status, PCR) 900,00
22. TEHETUYECKUWE NPEOPACTIONIOXXEHHOCTMU (Genetic Predispositions)
* YkasaHHble cpoku MLP-uccnegoBaHuii He BKIOYaloT NpoBeAeHNe NOoATBEPXKAALLMNX
TecTtoB (npu HeobxoaumocTu) (The duration of PCR tests specified does not include
confirmatory tests (to be conducted if necessary))
22.1. O6pas3 x13Hu 1 reHeTn4veckue cakropsl (Lifestyle and Genetic Factors)
MogroTtoBka k onepaumn (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for |KpoBb OnucaHve no 12
Surgery (Genes MTHFR, MTRR, MTR, F2, F5)) pesynbTaTa
110rn BPAUOM - 3500,00
rEHETUKOM
MogroTtoBka k onepaumn (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucanusa |KpoBb Kay no9
110rM/63 pesynbTaToB BpayoM-reHeTukom) (Preparation for Surgery (Genes MTHFR, 3400,00
MTRR, MTR, F2, F5) (without Description))
OnacHocTb Npu NprvemMe oparnbHbiX KOHTpauenTuBoB (reHbl F2, F5) (Risk of KpoBb OnwucaHve no 12
Oral Contraceptives, Ocs (Genes F2, F5)) pesynbTata
118N BPAYOM - 1700,00
rEHETUKOM
OnacHocTb nNpu Npreme oparbHbIX KOHTpauenTueoB (reHbl F2, F5) (6e3 KpoBb Kay no 9
118IM/B3 onucaHusi pesynbTaTtoB Bpavom-reHeTukoMm) (Risk of Oral Contraceptives, OCs 1600,00
(Genes F2, F5) (without Description))
777797 "eHeTnyeckas naHernb "2 genes" BykkanbHbIN 0o 33 3950,00
777798 "eHeTnyeckas naHenb "Light" ByKkkanbHbIN 0o 33 5900,00
777799 "eHeTnyeckas naHenb "MyNeuro" BykkanbHbIV 0o 33 7900,00
7777100 "eHeTnyeckas naHenb "MyWellness" ByKkkanbHbIV 0o 33 10300,00
22.2. PenpoaykTMBHoe 3gopoBbe (Reproductive Health)
HapyweHnusa cnepmaToreHesa, 6 mapképoB (Mukpogeneuuu nokyca AZF) KpoBb OnwucaHve no 15
(Spermatogenesis disorders (6 AZF)) pesynbTara
7252AZFI B 3500,00
payom -
reHETVIKOM
HapyLweHnna cnepmatoreHesa, 6 mapképoB (Mukpoaeneuum nokyca AZF) (6e3 |Kpoeb Kay no 12
725263 onuMcaHusi pe3yrnbTaToB reHeTUKOM) 1850,00
XKeHckoe 6ecnnoaue v ocnoxHeHne 6epemeHHocTu (reHbl F2, F5, MTHFR, KpoBb Onucaxve no 24
MTRR, MTR, ACE, AGT, RHD, HLA II; kapnotun) (Female Infertility, pesynbTarta
oorn Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, BPa4oM - 18000,00
RHD, HLA lI; Karyotype)) reHeTMKom
Xouy cTaTb MamoW: ocroxHeHus 6epemeHHocTy (reHbl F2, F5, MTHFR, KpoBb Onucanve no 22
MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy pesynbTata
108IT | complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)) BpaqoM - 19500,00
rEHETVKOM
Xouy cTaTb Mamoit: ocrioxxHeHust 6epemeHHocTy (reHbl F2, F5, MTHFR, KpoBb Kay no 19
MTRR, MTR, ACE, AGT, RHD) (6e3 onucanus pe3ynbTaToB Bpa4yoMm-
108rT1/B3 reHeTukom) (Want to Become a Mother: Pregnancy Complications (Genes F2, 15000,00
F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))
CKMOHHOCTb K TPOMO03aM npu 6epeMeHHOCTU: MUHUManbHas naHesnb (reHbl | KpoBb Onwucanve no 12
F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5)) pesynbTata
131N B 1700,00
payom -
rEHETVKOM
CKIOHHOCTb K TpOMG03aM Npu 6epeMeHHOCTU: MUHUMarbHasi naHens (reHsl  |Kposb Kay no9
131IM/B3 F2, F5) (6e3 onucaHusa pesynbtatoB BpayoM-reHeTkoMm) (Thrombotic 1600,00
Tendency in Pregnancy: Minimum (Genes F2, F5) (without Description))
MpvBbIYHOE HEBbIHALLVMBaHNE 6epeMEHHOCTH, B T. Y. CKITOHHOCTb K TpoM60o3aMm | KpoBb Onucanve po 12
npu 6epeMeHHOCTU: paclumpeHHas naHenb (reHsl MTHFR, MTRR, MTR, F2, pesynbTata
140rm F5) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel BpPaYyoM - 3100,00
(Genes MTHFR, MTRR, MTR, F2, F5)) reHeTMKom
[MpuBbIYHOE HEBbIHALLMBaHUE BEPEMEHHOCTH, B T. Y. CKIIOHHOCTb kK Tpombo3sam |KpoBb Kau no9
npu 6epeMeHHoCTU: paclumpeHHas naHenbs (reHsl MTHFR, MTRR, MTR, F2,
140rm/B3 F5) (6e3 onucanunsa pesynstatoB BpayoM-reHeTukom) (Habitual Miscarriage, 3400,00
Thrombotic Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR,
Bo3HUKHOBEHME 130nMpoBaHHbIX MOPOKOB pa3BuTus y nnoaa (reHsl MTHFR, KpoBb OnwucaHve no 12
MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR)) pesynbTaTa
137N B 2500,00
payom -
rEHETUKOM
Bo3HUKHOBEHME 130nMpOoBaHHbLIX MOPOKOB pa3sutus y nrnoga (ressl MTHFR,  |Kposb Kay [o 9
137IM/B3 MTRR, MTR) (6e3 onucaHus pe3ynbTaTtoB Bpa4yom-reHeTukoMm) (Isolated 2150,00

Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without Description))




TpomboTHYECKMNE OCTIOXKHEHUS NMPY CTUMYMSLMM OBYNAUMK (reHbl F2, F5) KpoBb OnwucaHuve no 12
(Thrombotic Complications of Ovulation Induction (Genes F2, F5)) pesynbTara
141N B 1700,00
payom -
reHeTVIKOM
TpomboTnyeckne OCNOXHEHVS NPy CTUMYNSALMM oBynaummn (reHbl F2, F5) (6e3 |Kpoeb Kay no 9
1411 T1/B3 onvcaHusi pesynbTtaToB BpadoM-reHeTukom) (Thrombotic Complications of 1600,00
Ovulation Induction (Genes F2, F5) (without Description))
BpoxaeHHas runepnnasunsa HagnoyeyHukos, reH CYP21A2, y.m. (Gene KpoBb OnwucaHuve 0o 24
CYP210HB, Freq. Mut.) pe3ynbTaTta
7802CYI BpauoM - 9900,00
reHeTVKOM
OnacHocTb Npu NprvemMe oparbHbiX KOHTpauenTuBoB (reHbl F2, F5) (Risk of KpoBb Onucanve po 12
Oral Contraceptives, Ocs (Genes F2, F5)) pesynbTaTa
118N BPAUOM - 1700,00
rEHETUKOM
OnacHocTb nNpu Npreme oparbHbIX KOHTpauenTueoB (reHbl F2, F5) (6e3 KpoBb Kay no 9
118IM/B3 onucaHust pesynbTaTtoB Bpavom-reHeTkoMm) (Risk of Oral Contraceptives, OCs 1600,00
(Genes F2, F5) (without Description))
O6meH donmeson kucnoTbl (reHsl MTHFR, MTRR, MTR) (Folic Acid KpoBb Onucanve po 12
Metabolism (Genes MTHFR, MTRR, MTR)) pesynbTata
120rn BPAYOM - 2500,00
rEHETUKOM
O6meH donuneson kucnotsbl (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus KpoBb Kay no 9
120M/63 pesynbTaToB BpadoM-reHeTukom) (Folic Acid Metabolism (Genes MTHFR, 2150,00
MTRR, MTR) (without Description))
HacnepgctBeHHble criydan paka MOJIOYHO Kenesbl U/Wnm ANYHIKOB (reHbl KpoBb Onucanve po 13
BRCAL, BRCA?2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes pesynbTara
124111 |grcAL, BRCA2)) BPaUOM - 3600,00
reHeTVIKOM
HacneactBeHHble criydan paka MOSIOYHON ernesbl W/Wnm SUYHVKOB (reHbl Kposb Kay no 8
1241 M/B3 BRCA1, BRCA2) (6e3 onucaHus pesyrnbtaToB BpadoM-reHeTukoM) (Hereditary 3500,00
Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without
HacnepcteeHHble criydan paka MOJSIOYHOW xenesbl u/unu andHukos BRCAT, KpoBb Onucaxve no 13
BRCA2, CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer ) pesynbTara
12441M B 6850,00
payom -
reHETVIKOM
Myxckoe 6ecnnoame (reHbl AR, CFTR; AZF-pervion; kapuoTtun) (Male Sterility |Kposb Onucanve no 24
Genes AR, CFTR; AZF-Region; Karyotype e3ynbTaTa
107rn ( g fyotype)) E Y 19000,00
payom -
reHETVKOM
"eHeTuyeckue cakTopbl Myxckoro 6ecrnnogus (reHsl AR, CFTR; AZF-peruoH) |Kposb Onwucanve oo 22
(Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-Region)) pesynbTaTa
146rn B 16200,00
payom -
reHeTVIKOM
HapyLienns cnepmaToreHesa: paclumMpeHHasi naHens (AZF-pervioH) KpoBb Onwucanve no 15
(Impairment of Spermatogenesis: Full Panel (AZF-Region)) pesynbTaTa
76611 B 10500,00
payom -
reHETUKOM
HapyLweHnusi cnepmaToreHesa: paclumpeHHasi navens (AZF-pervoH) (6e3 KpoBb Kay no 12
766163 onucaHusi pesynbTaToB BpadoM-reHeTukom) (Impairment of Spermatogenesis: 9500,00
Full Panel (AZF-Region) (without Description))
139IMH ["ecTo3bl 1 (heTonNnaueHTapHas He[OCTaTOYHOCTb KpoBb po 15 10900,00
"ecTo3bl M heToNNaLeHTapHas He[oCTaTOYHOCTL (6e3 onvcaHns pesynbTaToB | KpoBb no 11
139IMH/B3 BPAYOM-TEHETUKOM) 9900,00
HacneacTteeHHble crydam paka MOSIoYHOM xernesbl u/unu audHnkoB CHEK2, |Kpoeb OnwucaHuve no 13
NBS1 (Hereditary Breast and/or Ovarian Cancer) pe3ynbTaTta
155N 2650,00
Bpayom -
reHeTVKOM
HacnepgctBeHHble cniyqan paka MonoYvHown xenesbl u/vnu sudinkos CHEK2,  |Kposb OnucaHve no 8
NBS1 (Hereditary Breast and/or Ovarian Cancer) (6e3 onncaHus pesynbTaTos pesynbTara
155IT/B3 Bpa4YoM-reHeTUKOM) Bpayom - 1700,00
reHeTUKOM
22.3. HLA-TunupoBaHue u pesyc-akrop (HLA (Human Leukocyte Antigens) Typing
Onpepenenve pesyc-cdaktopa (Rh factor Definition Kposb Hannuve 0 22
7821RH peA pesyc-tb pa ( ) P A A 7400,00
OnpepeneHve reHoTuna pesyc-gpaktopa (RH factor Genotype) KpoBb OnwucaHve no 22
pesynbTaTta
7207TPO®I BPAYOM - 10000,00

reHeTUKOM




720763 OnpepgeneHve reHoTuna pesyc-paktopa (6e3 onvcaHusi peaynbTaToB Bpa4om- |Kposb Kay no 19 9500.00
reHeTvkom) (Genotype of RH factor Definition (without Description)) ’
14GR Pe3syc-cakTop nnoga. Beisenenune reHa RHD nnopaa B kposu matepn (RHD Mnasma Kay no 11 44
3314G gene of the fetus in the mother's blood) KpoBU 50,00
MonekynsipHo-reHeTu4eckoe uccriegosaHme HLA-B27 (Molecular Genetic KpoBb Kay no 6
1334 Testing HLA-B27) 1350,00
TunupoBaHue reHoB cuctembl HLA |l knacca (reHbsl DRB1, DQA1, DQB1) KpoBb nepeuncneH | po 10
(System Human Leukocyte Antigen (HLA) Class Il, Typing (Genes DRB1, ne
7831HL DQA1, DQB1)) annernbHbIX 4900,00
BapuaHToB
TunupoBaHwue reHos cuctemMbl HLA 1l knacca - nokyc DRB1 (System Human KpoBb nepeuncneH | go 10
Leukocyte Antigen (HLA) Class I, Typing) ne
7831N-HL ANAENbHLIX 2450,00
BapuaHToB
22.4. Cuctema cBepTbiBaHus kpoBu (Blood-Clotting Sequence)
Tpomb6o3bl: paclumpeHHas naHenb (reHsl F2, F5, MTHFR, MTRR, MTR) KpoBb OnucaHve no 12
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR)) pesynbTata
114N B 3200,00
payom -
rEHETUKOM
Tpom603bI: paclumpeHHas naHens (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 |KpoBb Kay no 9
114IM/B3 onucaHusi pesynbTaToB Bpavyom-reHeTukoM) (Thrombosis: Advanced Panel 3000,00
(Genes F2, F5, MTHFR, MTRR, MTR) (without Description))
PaclumpeHHoe nccnegoBaHue reHoB cucTembl remocTtasa (reHsl F2, F5, KpoBb OnucaHve no 13
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study pesynbTaTta
orn of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, Bpayom - 5900,00
ITGA2, ITGB3, F7, PAI-1)) reHeTUKOM
PaclumnpeHHoe nccrnegoBaHme reHoB cucTeMbl remocTtasa (remsl F2, F5, KpoBb Kay no9
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus
19rT/B3 pesynbTatoB Bpadom-reHeTukom) (Extended Study of Hemostatic System 5300,00
(Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
Tpomb603blI: cokpalleHHast naHens (reHbl F2, F5) (Thrombosis: Minimum KpoBb OnucaHve po 12
(Genes F2, F5)) pesynbTara
123rn BPAYOM - 1950,00
reHeTUKOM
Tpom603bl: cokpalleHHasi naHernb (reHsl F2, F5) (6e3 onucanus pesynbtatoB |Kposb Kay no9
123163 BpayoM-reHetukom) (Thrombosis: Minimum (Genes F2, F5) (without 1700,00
MccnepoBaHue reHa oubpuHoreHa, nonmmopdusm FGB c.-467G>A KpoBb OnwucaHve no 13
Fibrinogen gene study, polymorphism FGB c.-467G>A esynbTaTa
125N geng Y. polymorp ’; Y 2950,00
payom -
reHeTUKOM
WccnepoBaHuve reHa cdoubpuHoreHa, nonmmopdunam FGB c.-467G>A (6e3 KpoBb Kay no 9
1251 T1/B3 onvcaHusi pesynbTaToB BpadoM-reHeTukom) Fibrinogen gene study, 1290,00
polymorphism FGB c.-467G>A (without description)
'vnepromouuctenHemus (reHst MTHFR, MTRR, MTR) KpoBb OnwucaHuve no 12
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR)) pesynbTarta
138N 2500,00
Bpayom -
reHeTUKOM
'vnepromouuctenHemusi (reHsl MTHFR, MTRR, MTR) (6e3 onucanus KpoBb Kay no9
138IT1/B3 pesynbTatoB BpadoM-reHeTukom) (Hyperhomocysteinemia (Genes MTHFR, 2300,00
MTRR, MTR) (without Description))
I'vneparperauus TpomGouuToB, nonMmopdusm reHa ITGA2 ¢.759 C>T KpoBb OnwucaHve no 13
Hyperaggregation of platelets, gene polymorphism ITGA2 c.759 C>T e3ynbTaTa
1221 yperaggreg p 9 polymorp! pesy. 2950,00
BpayoMm -
reHeTVKOM
'vneparperauus Tpom6ouuToB, nonMmopcdusm reHa ITGA2 ¢.759 C>T (6es KpoBb Kay no9
1221 T1/B3 onvcaHusi pesynbTaToB BpadoM-reHeTnkoM) Hyperaggregation of platelets, 2500,00
gene polymorphism ITGA2 c.759 C>T (without description)
TpombouuTapHbii peuenTtop dubpuHoreHa (reH ITGB3) (Platelet Fibrinogen  |Kpoeb Onucanve fo 12
Receptor (Gene ITGB3)) pesynbTaTta
72011 BpauOM - 1850,00
reHeTVKOM
720163 TpombouuTapHhbIi peuenTtop dundpuHoreHa (reH ITGB3) (6e3 onvcanms KpoBb Kay no9 00.00
pesynbTaTtoB BpadoMm-reHetukom) (Platelet Fibrinogen Receptor (Gene ITGB3) 1400,
22.5. bone3nu cepgua u cocyaoB (Heart and Blood Vessel (Cardiovascular) Diseases)
ApTepuanbHas runepTeHsus, nonHas naHens (reHsl ACE, AGT, NOS3) Kposb Onucanve f[o 22
(Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3)) pesynbTaTta
129rn BpAuOM - 6000,00

reHeTUKOM




ApTepuanbHas runepTeHaus, nonHas nadenb (reHsl ACE, AGT, NOS3) (6e3  |Kposb Kay no 19
1291 M/B3 onvcaHusi pesynbTtaToB BpadoM-reHeTukom) (Arterial Hypertension: Full Panel 3900,00
(Genes ACE, AGT, NOS3) (without Description))
ApTepuanbHas runepTeHsus, CBA3aHHas C HapyLUEeHVsIMU B KpoBb Onucanve no 14
peHuHaHrnoTeHsnHosou cucteme (reHsl ACE, AGT) (Arterial Hypertension, pesynbTata
121rn Renin-Angiotensin System Disorder (Genes ACE, AGT)) Bpayom - 2950,00
reHeTUKOM
ApTepuvanbHas runepTeHsus, CBsi3aHHas C HapyLLeHUsIMn B KpoBb Kay no 11
peHuHaHroTeH3uHoBow cucteme (reHbl ACE, AGT) (6e3 onucanus
121TI/B3 pesynbTaToB BpadoMm-reHeTukoMm) (Arterial Hypertension, Renin-Angiotensin 2500,00
System Disorder (Genes ACE, AGT) (without Description))
ApTepuanbHas runepTeHsus, CBA3aHHas C HapyLleHUsMu B paboTe KpoBb Onucanve no 22
aHpgoTtenuansHon NO-cuHTasbl (reH NOS3) (Arterial Hypertension, Endothelial pesynbTaTa
76111 NO-Synthase Disturbance (Gene NOS3)) BpPAYyoM - 1950,00
reHeTUKOM
ApTepuanbHas runepTeHsusl, CBsi3aHHas C HapyLleHusiMu B paboTte KpoBb Kay no 19
761163 aHpoTenuaneHo NO-cuHTassl (reH NOS3) (6e3 onucaHus pesynbtaTtoB 1600,00
Bpayvom-reHeTvkom) (Arterial Hypertension, Endothelial NO-Synthase
22.6. Bone3Hu xenypgo4Ho-kMwe4yHoro Tpakra (Gastrointestinal Diseases)
BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease KpoBb Onucanve no 22
(Genes DLG5, NOD2, OCTN1, OCTN2)) pesynbTata
117rn BPAYOM - 7300,00
reHeTUKOM
77797 Oeduumnt anbda-1-aHtutpuncuHa, SERPINAT, y.m. KpoBb Onc no 21 3350,00
77799 MopaxeHusi nedenu, reHsl ATP7B, PNPLA3, SERPINA1, y.m. KpoBb Onc no 22 9500,00
77801 HeankoronbHbIn xxupoBow renatos, reH. PNPLA3, y.m. KpoBb Onc 0o 23 3950,00
22.7. Bone3Hu LeHTpanbHou HepBHoM cucTteMsbl (Central Nervous System (CNS)
lMpeapacnonoxeHHOCTb K aTepockrneposy v bonesHu AnbLrenvepa KpoBb OnwucaHve no 22
(Alzheimer's Disease) pesynbTaTta
7641B-API BpAUOM - 2950,00
reHeTUKOM
22.8. OHkonornyeckue saboneBaHus (Cancer Diseases)
HacnepncTtBeHHble criyqamn paka MOMOYHOM Xenesbl M/unm ANYHUKOB (reHbl KpoBb Onucanve [o 13
BRCA1, BRCA?2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes pesynbTara
124TT1 |grcAl, BRCA2)) BPaUOM - 3700,00
reHeTUKOM
HacneactBeHHble criydan paka MOJIOYHON Xernesbl W/ SUYHYKOB (reHbl KpoBsb Kay no 8
1241 M/B3 BRCA1, BRCA2) (6e3 onucaHus pesyrnbtaToB BpadoM-reHeTukoM) (Hereditary 3500,00
Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without
HacnepacteeHHble cnyvan BRCA-accoumMmMpoBaHHOMO paka y My>4uH: pak KpoBb OnwucaHuve no 13
rpyaHOW, MOAXKENyA04HOW, NpeAcTaTeNbHON xenes, pak andek (reHsl BRCA1, pesynbTarta
15411 BRCAZ2) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic, BpPayoMm - 2950,00
Prostate, Testicular Cancer (Genes BRCA1, BRCA2)) reHeTMKOM
HacnencteeHHble cnydan BRCA-accoumMmpoBaHHOTO paka y My>X4uH: pak KpoBb Kay no 8
rpyaHou, Nogxernyao4HoOW, NpeacTaTenbHon xenes, pak audek (reHsl BRCA1,
154r1/63 |BRCA2) (6e3 onucaHus pesynbtaToB BpadoM-reHeTukom) (Hereditary Breast 2950,00
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer
(Genes BRCA1, BRCA2) (without Description))
HacneacTteeHHble cryqam paka MONoYHoM xenesbl uunu amdHnkos BRCA1, KpoBb OnucaHve no 13
BRCA2, CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer ) pe3ynbTaTta
12441n 6800,00
BPaYvoM -
reHeTUKOM
CeMmelHbIN MeaynnispHbI pak LWUMTOBUOHOM xenesbl (3k3oHbl 10, 11, 13, 14,  |Kposb OnwucaHve no 28
15 reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 pesynbTaTa
7004MRI Gene RET)) BPAUOM - 16200,00
reHeTUKOM
CvHAPOM MHOXECTBEHHOW S3HAOKPUHHOM Heonnasum 2B Tuna (reH RET) KpoBb OnwucaHuve no 22
(Multiple Endocrine Neoplasia Type 2B (Gene RET)) pe3ynbTaTta
7005B2I 6500,00
BpayoM -
reHeTUKOM
CVHOPOM MHOXECTBEHHOW 3HOOKPUHHOM Heornnasum 2A tuna (3k3oHbl 10, 11 |Kposb OnucaHve no 28
rera RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET)) pesynbTara
7006A2I B 10200,00
pavom -
reHeTUKOM
KonnyecTeBeHHOe onpeaeneHe COOTHOLLIEHUS HOPMAarbHOrO Y MyTaHTHOTO Kposb Kon Ao 11
7260 annenen 617V/617F B 14 ak3oHe reHa JAK2 (Quantification of wild-type and 10850,00

mutant allelic ratio of gene JAK2 617V/617F)




2262 KauyecTBeHHasi oLieHka Hanumuusi comatuyeckon mytaumm V617F B 14 ak3oHe  |KpoBb Kay no 11 5500.00
reHa JAK2 (Qualitative assessment of presence of gene JAK2 617F somatic ’
7654 AHanus nepectpoek 1 xpomocomsl (FISH, konuy.) KocTHbI Mmo3r|Kon no 11 10900,00
Onpepenexve myTtauui B reHax BRCA1, BRCA2, ATM, CHEK2 meTtogom 3akn no 65
cekBeHupoBaHus criegyolero nokoneHuns (NGS) B 6uoncuitHoMm matepuane v
7672 kpoBu (BRCA1, BRCA2, ATM, CHEK2 genes analysis by Next-Generation 55000,00
Sequencing (NGS) in biopsy specimens and blood)
HacneacteeHHble cnyyaum paka npegcraTtenbHom xernesbl (reH HOXB13) KpoBb OnwucaHuve no 18
Hereditary prostate cancer (HOXB13 gene esynbTaTta
7648 ( P ( gene)) Epaiom _ 4400,00
reHeTUKOM
22.9. HapyweHus oomeHa BewectB (Metabolic Disease, Metabolic Disturbance)
HacnencteeHHasi npeapacnonoXeHHOCTb K caxapHoMy auabeTy 1-ro Tmna no |KpoBb OnwucaHve no 14
Tpem nokycam reHoB cuctembl HLA Il knacca (renbl DRB1, DQA1, DQB1) pesynbTaTta
11erm (Hereditary Predisposition to Diabetes Type 1 (Insulin-Dependent Diabetes), Bpayom - 4700,00
HLA Class Il (Genes DRB1, DQA1, DQB1)) reHeTMKOM
HacneacteeHHasi npeapacrnonoXeHHOCTb K LieNnakmm no fiokycam reHoB KpoBb OnucaHve no 14
cuctembl HLA Il knacca (DQA1, DQB1) pesynbTaTa
7015rnM BpauOM - 4700,00
reHeTUKOM
CuHgpom Xunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1)) KpoBb Onucanve no 10
pesynbtaTta
7003UGlI BPAYOM - 2400,00
reHeTUKOM
OcTteonopos: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (Osteoporosis:  |Kposb Onucanve 8o 22
Full Panel (Genes CALCR, COL1A1, VDR)) pesynbTaTta
153rn BPaYOM - 3950,00
reHeTUKOM
OcTteonopo3: nonHas naHenb (reHbl CALCR, COL1A1, VDR) (6e3 onucavus  |KpoBb Kay fo 19
153IM/B3  |pe3ynbTaTtoB Bpavom-reHeTkoM) (Osteoporosis: Full Panel (Genes CALCR, 3950,00
COL1A1, VDR) (without Description))
OcTteonopos: cokpalleHHasa naHenb (reHsl CALCR, COL1A1) (Osteoporosis:  |Kposb Onucanve [o 22
Abridged Panel (Genes CALCR, COL1A1)) pesynbTata
115N BpAUOM - 4500,00
reHeTUKOM
OcTteonopo3: cokpalleHHast naHenb (reHbl CALCR, COL1A1) (6e3 onucanus  |Kposb Kay po 19
115IM/B3 pesynbTaToB BpadoM-reHeTukom) (Osteoporosis: Abridged Panel (Genes 2950,00
CALCR, COL1A1) (without Description))
Octeonopo3: peuentop ButamuHa D (reH VDR) (Osteoporosis, Vitamin D KpoBb Onwucanve no 22
Receptor (VDR) (Gene VDR)) pesynbTata
7014A-VDRI BpauOM - 1950,00
reHeTUKOM
OcTeonopo3: peuentop ButammHa D (reH VDR) (6e3 onucanusi pesynbtatoB  |KpoBb Kay no 19
701463 BpayoM-reHeTukom) (Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) 1600,00
(without Description))
O6meH donmeson kucnoTbl (reHsl MTHFR, MTRR, MTR) (Folic Acid KpoBb Onucanve no 12
Metabolism (Genes MTHFR, MTRR, MTR)) pesynbTata
120rn BPAUOM - 2500,00
reHeTUKOM
O6meH donvesoit kucnotbl (reHsl MTHFR, MTRR, MTR) (6e3 onvcanusi Kposb Kay no9
120M/63 pesynbTaToB BpayoM-reHeTukom) (Folic Acid Metabolism (Genes MTHFR, 2300,00
MTRR, MTR) (without Description))
NakTa3Hasa HegocTaToyHocTk (reH MCM6) (Adult Lactase Deficiency (Gene KpoBb Onucanve po 13
MCM6) pesynbTara
7691LCI BPAUOM - 750,00
reHeTUKOM
HacnepacteeHHbI remoxpomartos, | Tun (reH HFE) (Hemochromatosis Type 1 |KpoBb OnwucaHve no 14
(Gene HFE)) pe3ynbTaTta
TT79HFEI BpaqoM - 1500,00
reHeTUKOM
7017 [naber MODY2, ren GCK, m. KpoBsb Kay po 17 15550,00
7018 [naber MODY3,reH HNK-1, m.. KpoBb Kay po 17 15550,00

22.10. PapmakoreHeTuka (Pharmacogenetics)




WHrnbutopsl AMN®, dpnysactaTtuH, 6nokatopsl peuentopos ATII. KpoBb OnwucaHuve no 14
MporHo3upoBaHve HedponpoTeKTUBHOro adhdekTa nHrmbntopos Al npu pesynbTara
HeanabeTuyeckux 3abonesaHusx. FeHeTu4eckue mapkepbl athEKTUBHOCTH BPaYvoM -
aTeHorona npu apTepuanbHON rMnepTeH3umn ¢ runepTpodue NeBoro reHeTVIKOM
Xenyaoyka unu Tepanum dryBactaTyHOM Mpu UleMudeckor 6onesnu cepaua.
142rmn OnpeaeneHve HanM4ys NOMMMOPEU3MOB reHa aHrMOTEeH3UH-NPEeBPaLLIatoLLErO 3000,00
depmerTa (reH ACE) (ACE Inhibitors, Fluvastatin, ATIl Receptor Blockers.
Forecasting Renoprotective Effect of ACE Inhibitors in Un-Diabetic Diseases.
Genetic Markers of Effectiveness of Atenolol in Hypertension with Left
Ventricular Hypertrophy or Fluvastatin Therapy in Ischemic Heart Disease.
Detection of Polymorphisms of Gene of Angiotensin-Converting Enzyme (Gene
JNozapTaH/upbecapTaH. M'eHeTUYeCKWn MapKep pycka HapyLleHuiA KpoBb OnwucaHve no 14
meTabonmama 6rokaTopoB peLenTopoB aHrmoTeHsuHa |l: nosaprtaHa un pesynbtaTta
npbecapTtaHa no TNy ocnabneHns 1 yCUneHns Ux rmnoTeH3MBHOMo AeVCTBUSA, BPaYoM -
7261D-CY |cootseTtcTBEHHO. OrnpefeneHme Hamunsi NonMMopuU3MOB reHa LIMToXpoMa reHeTUKOM 2650,00
CYP2C9 (Losartan/Irbesartan. Genetic Marker of Risk of Metabolic Disorders
Blockers of Receptors of Angiotensin Il, Losartan and Irbesartan Type of
Weakening and Strengthening their Hypotensive Action, Respectively.
Dataction af Dolvumarnhicme of Chvtochrama CVYD2CON
MeToTpekcat. _['eHeTnyeckme Mapkepbl NOBbILLEHHOTO pUCKa pasBUTUS KpoBb Onucanve fo 12
noboYHbIX peakuui Npy npyueme MeToTpekcata Ha boHe neveHust pesynbTata
peBmaTougHoro aptputa. MeToTpekcar: HapylleHue metabonmama donvesom BPaYoM -
kucnotbl. OnpegeneHve Hann4msa NOIMMOpdU3MOB reHoB hepMEHTOB reHeTMKOM
14811 peakumit coonaTHoro uvkna (Methotrexatum. Genetic Markers of Increased 2600,00
Risk of Development of Adverse Reactions in Taking Methotrexate for
Treatment of Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of Folic
Acid. Determining Presence of Polymorphisms of Genes of Enzymes of Folate
Cvcle Reactione Genes MTHER MTRR MTR)
HecTepownaHble npoTMBOBOCNanNuUTENbHbIE Npenapatkl. [eHeTudeckuin mapkep |KpoBb OnucaHve no 14
NOBbILLEHHOrO pMCKa PasBMTUS MOBOYHBIX peakuuii B hopMe >KemyAo4HbIX pesynbTaTta
KpoBoTeyeHuii npu npueme HIMBIM (nbynpodeH, TeHOKCMKaM, HanpPOKCeH, HO Bpayom -
He AVKodeHaK) No TUMy BO3HNKHOBEHMS XeNyA04HbIX KPOBOTEYEHUN, reHeTVKOM
7961C-CY |CBA3AHHEIX C HapyLleHreM nx meTabonusma. Onpefenexvie Hanuuus 2650,00
nonmmopdusmos reHa untoxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory
Drugs. Genetic Marker of Increased Risk of Adverse Reactions in Form of
Intestinal Bleeding in Taking NSAID (Ibuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation of their
Metabolism, Detection of Polvmorphisms of Cvtochrome CYP2C9)
CynboHUNIMOYEBMHA 1 €€ NPOM3BOAHbBIE: _XJlopnponaMug, Tonasammg, KpoBsb Onucanve no 14
rnmbeHknamug n Tonbytamua. FeHeTUYecKuin Mapkep pycka pas3BuTus pesynbtaTta
HexenaTernbHbIX NIEKapCTBEHHbIX peakLuii Mo TUMy rMNOriIMKeMuUn Npy npueme BpPaYvoM -
nepoparbHbIX CaxapOCHWKaoLLMX CPeACTB, CBA3AHHbIX C HapYLUEHeM UX reHeTUKOM
7261B-CY  [metaBormsma. OnpeneneHie Hanuums nonuMopusMoB reHa LIMToXpoMa 1900,00
CYP2C9 (Sulfonylurea and Derivatives: Chlorpropamide, Tolazamide,
Glibenclamide and Tolbutamide. Genetic Marker of Risk of Adverse Drug
Reactions by Type of Hypoglycemia in Taking Oral Hypoglycemic Agents,
Associated with Violation of Metaholism Detection of Polvmaornhisms of
WHTepnenkunn-28B (MI1-28B), reHoTunnpoBaHue (uccregoBaHne reHeTudeckunx |Kposb Kau., po 10
MapKkepoB, onpeaenstowyx 3PPEKTUBHOCTb NIEYEHUS XPOHUYECKOTo renaTuta OnucatensH
2447 C nHTepdepoHom 1 pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping bl hopmaTt 950,00
(Study of Genetic Markers Determining Effectiveness of Treatment of Chronic
Hepatitis C in Interferon and Ribavirin))
Beta-agpeHo6nokaTopsl. FeH CYP2D6. dapmakoreHetuka (beta-Adrenergic  |Kposb OnwucaHve oo 22
Blockers. Gene CYP2D6) pesynbTarta
7259BETA BpauOM - 6900,00
reHeTUKOM
"eHoTMNMPOBaHWe arnaponMpuMuanH gervgporeHassl (DPYD) KpoBb Onucanve no 18
(Dihydropyrimidine dehydrogenase (DPYD)) pesynbTata
7623 BPAUOM - 4250,00
reHeTUKOM
22.11. Cuctema AeToKCcUKaLum KCeHOGMOTUKOB U KaHLieporeHoB (Detoxification
System of Xenobiotics and Carcinogens)
Liutoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))  |Kposb OnucaHve no 20
pesynbTaTta
7259 BPAYOM - 5900,00
reHeTVKOM
Lintoxpom CYP2C9: nonmumopcuamel 430 C/T (CYP2C9*2) n 1075 A/C Kposb Onucanve fo 12
(CYP2C9*3) pesynbTaTta
7261CYI BpauOM - 1900,00
reHeTUKOM
Lintoxpom P450 2C19. NeHoTunupoBaHue no mapkepy CYP2C19 KpoBb OnucaHve no 16
(Cytochrome P450 2C19. Genotyping for the CYP2C19 marker) pesynbTara
7622 BPAYOM - 3090,00
reHeTVIKOM

22.12. Ycnyru Bpa4a-reHeTuka (Services of Physician-Geneticist)




OnwucaHue pesynbTaToB reHeTu4eckoro Tecta 1 kateropum crioxHocty (NeNe OnucatenbH| o 11
14600P1 720163, 761163, 701463, 125I'MT1/B3, 7207653) (Genetic Test Results: bl hopmaTt 800,00
Description of the 1-st Category Complexity)
OnwncaHune pesynbTaToB reHeTUYECKOro TecTa 2 kateropum crioxxHoctu (NeNe OnucatenbH| o 11
14610P2 118IM/B3, 121IM/B3, 123IT1/B3, 131IM/B3, 141IM/B3, 115IM/B3, bIn hopmat 1300,00
124IT1/B3, 1541 T1/B3) (Genetic Test Results: Description of the 2-nd Category
OnwvcaHune pesynbTaToB reHeTU4eckoro Tecta 3 kateropum crnoxxHocTu (NeNe OnucatenbH| o 11
122rM/B3, 129M/63, 120IT1/B3, 1371M1/B3, 138IM/B3, 153IT1/B3, bil hopmat
14620P3  |410r1/B3, 1141T1/B3, 140ITI/E3, 766163, 725853, 134ITV/E3, 135[TI/ES, 2300,00
136IT1/B3) (Genetic Test Results: Description of the 3-rd Category Complexity)
OnuvcaHune pesynbTaToB reHeTU4YeCcKoro Tecta 4 kateropum crnoxHoctu (NeNe OnucatenbH| o 11
14630P4 1441 T/B3, 143IM/B3, 139IT1/B3, 145I'M1/B3, 108I'M/B3, 19I'T1/B3) (Genetic bIl hopmat 4750,00
Test Results: Description of the 4-th Category Complexity)
22.13. OnpegeneHune nona nnoga
3316 Onpegenexuve nona nnoga. BeisBneHue Y-xpomocoMmbl nnoga B KpoBu matepu |[Nna3ma Kay no 11 5900.00
(Y-chromosome of the fetus in the mother's blood) KpoBwm ’
22.14. AyToummyHHble 3aboneBaHusi (Autoimmune Diseases)
77802 |I'Icopma3, TunupoBaHue HLA-Cw6 KpoBb Kay no 21 3950,00
23. HACNNEACTBEHHBIE MOHOIEHHbIE 3ABOJIEBAHUA U COCTOAHUSA (Hereditary
23.1. HacneacTBeHHble MOHOreHHbIe 3aboneBaHuA U cocTtosHus (Hereditary
AbBuoTpodus cetyaTku, Tun Ppandeckettn (reHsl ABCA4, BEST1, RPEB5, KpoBb Onwucanve no 19
GUCY2D, CEP290, CNGAS3, CRB1, CNGB3) pesynbTaTta
7803ABCA BPAYOM - 11900,00
reHeTUKOM
AkpoaepmaTtuT sHTeponatndeckui. Mouck mytauun B reHe SLC39A4, m. Kposb Onucanve [o 26
(Acrodermatitis Enteropathica, Gene SLC39A4, Mut.) pesynbTaTta
7624SLC BpAUOM - 24500,00
reHeTUKOM
Anb6uHM3M rnasokoxHbl TMn 1A. Mouck myTtauuii B reHe TYR, M. (Albinism KpoBb Onucaxve 0o 26
Oculocutaneous Type IA, Gene TYR, Mut.) pesynbTara
7804TYR BPAYOM - 17200,00
reHeTUKOM
Anemus [lanmonpaa-brekdena. MNouck mytauuii B reHe RPS19, m. (Diamond- |Kposb Onucanve o 26
Blackfan Anemia 1, DBA1, Gene RPS19, Mut.) pesynbTata
7881RPS BpAUOM - 17200,00
reHeTUKOM
ApTporpunos guctanbHbin (cuHgpom Ppumena-Llenagona). Mouck yacTbix KpoBb OnwucaHve 0o 26
myTauui B reHe MYH3, 4. M. (Arthrogryposis Distal Type 2A, Gene MYH3, pesynbTaTa
7107 Freqg. Mut.) BpPayoMm - 10200,00
reHeTUKOM
Atakcusa Ppuapenxa. Monck mytaumn B reHe FXN, m. (Friedrich Ataxia, Gene |KpoBb Onucanve o 26
FXN, Mut.) pesynbTata
7905FRDA BPAUOM - 17200,00
reHeTUKOM
Atakcua Opuaperixa. MNMouck yacTbix MyTaumm B reHe FXN, 4. m. (Friedrich KpoBb OnwucaHuve no 19
Ataxia, Gene FXN, Freq. Mut.) pe3ynbTaTta
7808FRDAI BpauoM - 5900,00
reHeTUKOM
ATtenocTeoreHes (aucnnasus ge ns LWanens). Mouck myTauuii B reHe KpoBb Onucanve o 26
SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, Gene SLC26A2, pesynbTara
7108 Mut.) BPAUOM - 19500,00
reHeTUKOM
[unarHocTuka aTpocum 3putensHoro Hepaa Jlebepa, 4. M. MuToxoHapuansHon |Kposb OnwucaHuve no 19
n agepHon AHK (Leber Hereditary Optic Neuropathy, detection of frequent pe3ynbTaTta
76100HKI mutations of mitochondrial and nuclear DNA) Bpayom - 5600,00
reHeTUKOM
ATpodcbus 3puTensHoro HepBa Jlebepa. MNMovck YacTbix MyTauuii B KpoBb OnucaHve 0o 26
mutoxoHapuansHon AHK, 12 4. m. (Leber Hereditary Optic Neuropathy, LHON, pesynbTara
7109LEI Mitochondrial DNA, 12 Freq. Mut.) Bpayom - 13000,00
reHeTUKOM
ATpochusi 3puTensHOro HepBa C riyxoTou. Monck MyTaumin B «ropsumx» KpoBb OnwucaHve no 20
yyacTkax reHa OPA1, «ropsy.» y4. M. (Optic Atrophy With Or Without pesynbTaTa
77610PAL Deafness, Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene OPA1, BpayoM - 10200,00
Hot-Point Mut.) reHETVKOM




AyTOUMMYHHBI NumdbonponudepaTnBHbIi cHApoMm. Nonck myTauun B reHe  |KpoBb OnwucaHuve 0o 26
TNFRSF6, M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene pesynbTarta
7706 TNFRSF TNFRSF6, Mut.) BpauoM - 24500,00
reHeTVIKOM
AYTOUMMYHHBIV niuMdonponudepaTrBHbIM CMHAPOM. [ouck MyTauuin B KpoBb Onucanve no 20
«ropsunx» ydactkax reHa TNFRSF6, «ropsay.» yy. m. (Autoimmune pesynbTara
7705TNFRS Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.) BpPaYyoM - 7500,00
reHeTUKOM
Adpasus nepeuyHas nporpeccupytowas. MNMowck mytauun B reHe GRN, M. KpoBb OnwucaHve 0o 26
(Aphasia Primary Progressive, Gene GRN, Mut.) pe3ynbTaTta
7770GRN BpauoM - 19500,00
reHeTVKOM
AxoHgponnasus. Mouck yacTteix MyTaumn B reHe FGFRS3, y. M. KpoBb OnwucaHve no 19
(Achondroplasia, Gene FGFR3, Freq. Mut.) pesynbTata
7809FGFRa3I BPAYOM - 11000,00
reHeTUKOM
77710 Bokosow amnoTtpodudeckuii cknepos (BAC), SOD1, m. Kposb Onc fo 20 5950,00
77706 BokoBow ammoTpodumeckuin cknepos, Corf72, 4.m. Kposb Onc fo 19 4900,00
BonesHb Becta. Mouck Bcex n3BecTHbix MyTauuin B reHe BEST1, m. (Best KpoBb OnucaHve no 24
Vitelliform Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.) pesynbTaTta
7709BEST BpauOM - 29000,00
reHeTUKOM
77800 BonesHb bexyeta, TnuposaHne HLA B51 KpoBb Kay no 19 3900,00
BonesHb BunbcoHa-KoHosarnosa. MNouck yacTbix MyTaumin B reHe ATP7B, 4. m. |[KpoBb OnucaHve no 19
(Wilson Disease, Gene ATP7B, Freq. Mut.) pesynbTara
7810ATP7BI BPAYOM - 6800,00
reHeTVKOM
[MONHO3K30MHOE CeKBEHMPOBaHWE - MOUCK NPeAnONOXUTENBHO Kposb Kay 8o 39
7069 HacnegcTBeHHoro 3aboneBaHus ¢ uHTepnpetaumen (Whole Exome 60000,00
BonesHb MannepsopaeHa-LUnaTtua. MNownck YacTebix MmyTauui B reHe PANK2, 4. |KpoBb OnucaHve no 26
M. (Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. pesynbTara
7812PANK2 Mut.) BPAYOM - 7400,00
reHETVIKOM
BonesHb MepctmanHa-LUTpeyccnepa-LUenHkepa. Movick myTauwmii B reHe KpoBsb Onucanve o 26
PRNP, M. (Gerstmann-Straussler Disease, Gene PRNP, Mut.) pesynbTaTta
7813PRNP BpAUOM - 13500,00
reHeTUKOM
BonesHb Koyaena. Mouck mytauui B reHe PTEN, M. (Cowden Syndrome 1, KpoBb OnucaHve o 26
Gene PTEN, Mut.) pesynbTara
7T775PTEN BPAYOM - 26900,00
reHETVIKOM
BonesHb Kpentudensara-Akoba. MNouck mytauuin B reHe PRNP, m. KpoBb Onucanve o 26
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.) pesynbTata
7814PRNP BPAYOM - 13500,00
reHeTUKOM
BonesHb Jlepmutt-Ayknoc. MNouck mytaumin B reHe PTEN, m. (Lhermitte-Duclos|KpoBb OnwucaHve no 26
Syndrome, Gene PTEN, Mut.) pesynbTara
7776PTEN BpauoM - 26900,00
reHeTVIKOM
BonesHb Hoppw. Mouck mytauuin B rene NDP, m. (Norrie Disease, Gene NDP, |Kposb Onucanve o 26
Mut.) pesynbTata
7816NDP BPAUOM - 10500,00
reHeTUKOM
BonesHb NMapkuHcoHa, KOMMNEeKCHas AMarHocTuka, Y.M. KpoBb OnucaHve 0o 23
pesynbtaTta
77701 BpauoM - 6900,00
reHeTUKOM
BonesHb YHbeppuxta-JlyHabopra. Mouck mytauuii B reHe CSTB, M. KpoBb OnwucaHve 0o 26
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, pesynbTata
7818CSTB Mut.) BpAYOM - 11500,00
reHeTUKOM
BonesHb YHdeppuxra-llyHabopra. Mouvck yactbix myTaumi B reHe CSTB, 4. M. |[Kposb Onucanve fo 19
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, pe3ynbTaTta
7817CSTB Freq. Mut.) BpauOM - 6000,00
reHeTUKOM
77715 BonesHb ®abpu, GLA, M. KpoBb Onc no 19 7900,00
BonesHb WTaprapata (reHsi ABCA4, BEST1, RPE65, GUCY2D, CEP290, KpoBb OnucaHve no 19
CNGA3, CRB1, CNGB3) pesynbtaTta
7819ABCA4 BPAYOM - 10500,00

reHeTUKOM




Bpaxvgaktunua tun B1. Mouck mytauun B reHe ROR2, M. (Brachydactyly Type |KpoBb OnwucaHuve 0o 26
B1, Gene ROR2, Mut.) pesynbTara
7820ROR2 BpauoM - 11500,00
reHeTUKOM
BpoxgeHHas runepnnasunsa HagnoyeyHukos, reH CYP21A2, u.m. (Gene KpoBb OnucaHve no 22
CYP210HB, Freq. Mut.) pesynbTaTa
7802CYI BPAUOM - 9900,00
reHeTUKOM
BpoxaeHHasi He4yBCTBUTENBLHOCTL K 60K ¢ aHruapo3oM. MNMouvck myTaumii B KpoBb OnwucaHve no 35
reHe NTRK1, M. (Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene pe3ynbTaTta
7992NTR NTRKZ, Mut.) BpauoM - 36000,00
reHeTUKOM
"eneodmanyeckas aucnnasms. MNouck mytaumii B reHe ADAMTSL2, m. KpoBb OnwucaHve 0o 26
(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.) pesynbTata
7711ADAMTS BPAYOM - 52000,00
reHeTUKOM
Femodomnus. Mouck myTaumin B reHe cdaktopa IX npu remocunum B, M. KpoBb OnwucaHve 0o 26
(Hemophilia B, Gene Factor IX, Mut.) pesynbTaTta
7822B BpauOM - 20900,00
reHeTUKOM
MeTtremornobuHemus, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3, Mut.)|Kposb Onucanve no 26
pesynbtaTta
7908DIA1 BPAYOM - 23700,00
reHeTUKOM
77707 "eHTMHITOHONOAO6HOE 3abonesanuve, Tvn 2, JPH3, y.m. KpoBb Onc no 19 2800,00
77709 "eHTMHITOHONO4O6HOE 3aboneBaHve, Tvn 4 TBP, y.m. KpoBb Onc no 19 2800,00
77702 eHTUHITOHONO4OOHbIE 3a00NeBaHNs, KOMMEKCHAsA ANArHOCTMKa, Y.M. KpoBb Onc no 19 4900,00
'vnep-IgD cuHapom. MNonck MyTaumin B «ropsiumxy» ydactkax reHa MVK, Kposb Onucanve o 26
«ropsiy.» yd. M. (Hyper-IlgD Syndrome, Gene MVK, Hot-Point Mut.) pesynbTaTta
7989MVK BpAUOM - 9200,00
reHeTUKOM
I'vinep-IgD cuHapom. Mownck myTauwmin B reHe CD40LG, m. (Hyper-IgD KpoBb Onucanve o 26
Syndrome, Gene CD40LG, Mut.) pesynbTaTta
7778MVK BPAYOM - 29200,00
reHeTUKOM
'vinep-IgM cuHgpom. Mownck myTaumin B reHe CD40LG, m. (Hyper-IgM KpoBsb Onucanve o 26
Syndrome, Gene CD40LG, Mut.) pesynbTata
7823CD BpAUOM - 15500,00
reHeTUKOM
"'vnepkanuemunyeckunn nepuognyeckuii napanud. lNMouck mytauui B ak3oHax 13 |KpoBb OnwucaHve 0o 26
n 24 rena SCN4A, m. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 pesynbTara
7898SCN4A Gene SCN4A, Mut.) Bpayom - 14800,00
reHeTUKOM
"'Mnokanuemudeckuii neproamnyeckuin napanmy. Mouck mytauun B ak3oHax 12, |Kposb Onucanve o 26
18 n 19 rena SCN4A, M. (Hypokalemic Periodic Paralysis Type 1, Exons 12, pesynbTaTa
7603SCN4A 118 19 Gene SCN4A, Mut)) BpaqoM - 11500,00
reHeTUKOM
'vnodocdaremmnyeckuit BUTaMuH D-pe3ncTeHTHbIM paxvT (MOYeYHbIN KpoBb OnwucaHve no 33
docdaTHbIn anaber). Monck myTtaumn B reHe PHEX, m. (Hypophosphatemic pesynbTara
7126 Vitamin D-Resistant Rickets, Gene PHEX, Mut. ) BpPayoMm - 58900,00
reHeTUKOM
"'noxoHaponnasusi. Mouck YacTeix MyTaumii B reHe FGFR3, 4. m. KpoBb OnwucaHve no 19
(Hypochondroplasia, Gene FGFR3, Freq. Mut.) pesynbTata
7906FGFR3I BPAUOM - 10500,00
reHeTUKOM
["momepyounTo3 novek runonnactudeckoro Tuna. MNounck mytauui B reHe KpoBb OnwucaHve 0o 26
HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene HNF 1B, Mut.) pe3ynbTaTta
7784HNF1B BpauOM - 26500,00
reHeTUKOM
Hedunumnt KapHUTUHA CUCTEMHbIN NEPBUYHBLIN. [TOMCK MyTaumii B reHe KpoBb Onucanve no 26
SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine pesynbTara
7128 Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.) BpPaYyoM - 29200,00
reHeTUKOM
Hunactpoduyeckasn gucnnasus. Mouck mytauuin B reHe SLC26A2, m. Kposb Onucanve o 26
(Diastrophic Dysplasia, Gene SLC26A2, Mut.) pesynbTaTta
7129 BpAuOM - 19500,00
reHeTUKOM
IucranbHas moTopHas Herponatus Tvn V. Mouck myTtauuin B rene BSCL2, m. |KpoBb Onucaxve no 26
(Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.) pesynbTara
7927BSCL BPAYOM - 20600,00

reHeTUKOM




OucTtanbHas cnvHanbHas aMMoTpodus BpOXAEHHas ¢ napanMyom KpoBb OnwucaHuve no 33
avadparmbl. Monck mytauun B reHe IGHMBP2, m. (Distal Spinal Muscular pesynbTara
713UGH fAtrophy 1, DSMAL, Gene IGHMBP2, Mut.) BpaqoM - 48500,00
reHeTVIKOM
lncranbHas cnnHanbHas aMuoTpodrst BPOXXAEHHAs HeNporpeccupytoLas. KpoBb Onucanve o 26
[Mouck myTauui B «ropsumnx» ydactkax reHa TRPV4, «ropsa4.» yy. m. (Distal pesynbTaTa
7132 Spinal Muscular Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-Point BpPaYyoM - 11500,00
Mut.) reHeTUKOM
MxTno3 6ynnesHbii. Mownck mytauwmi B reHe KRT2, M. (Ichthyosis Bullosa Of KpoBb OnwucaHve 0o 26
Siemens, Gene KRT2, Mut.) pe3ynbTaTta
7604KRT2 BpauoM - 20600,00
reHeTVKOM
MxTno3 BynbrapHbii. Mowck YacTbix myTaumii B reHe FLG, 4. m (Ichthyosis KpoBb OnwucaHve 0o 26
Vulgaris, Gene FLG, Freq. Mut.) pesynbTata
7133 BPAYOM - 9200,00
reHeTUKOM
MxTro3 namennsipHbiv. Nonck Bcex 3BeCTHbIX MyTaumi B reHe TGM1, m. KpoBb OnucaHve 0o 26
(Autosomal Recessive Congenital Ichthyosis, ARCI 1, All Known Mutations, pesynbTaTa
7829TGM1 Gene TGM1, Mut.) BpayoM - 29200,00
reHeTUKOM
KocTHas reteponnasus nporpeccupytowas. Mouck mytauun B reHe GNAS, m. |Kposb OnwucaHve 0o 26
(Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.) pesynbTata
7140 BPAYOM - 26500,00
reHeTVKOM
KpaHnomeTtadmsapHasa gucnnasus. Mouck Mytauuim B «ropsvmxy» y4actkax Kposb Onucanve [o 26
reHa ANKH, «ropsid.» y4. m. (Craniometaphyseal Dysplasia, Gene ANKH, Hot- pesynbTara
7141 Point Mut.) BPa4oM - 9200,00
reHeTUKOM
KpaHvnomeTacdusapHas gucnnasus. MNouck mytaumin reHa ANKH, m. KpoBb OnwucaHve 0o 33
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.) pesynbTara
7142 BPAYOM - 36000,00
reHeTVKOM
KpaHnocuHocTo3. Mownck mytauuii B reHe TWIST1, m. (Craniosynostosis Type |KpoBb Onwucanve 0o 26
2, Gene TWIST1, Mut.) pesynbTata
7143 BpAUOM - 14900,00
reHeTUKOM
KpaHuocuHocTo3. Mounck myTaumii B reHe MSX2, M. (Craniosynostosis Type 2, |Kposb OnucaHve o 26
Gene MSX2, Mut.) pesynbTaTta
7717TMSX2 BPAYOM - 11900,00
reHeTVIKOM
INumdbepema. Mouck mytauui B reHe FLT4, m. (Lymphedema, Gene FLT4, KpoBsb Onucanve no 35
Mut.) pesynbTata
T719FLT4 BPAUOM - 79900,00
reHeTUKOM
JlunogncTpodus cemenHasn YyacTuiHas. MNonck MyTaumm B «ropsumx ydacTtkax» |Kposb OnwucaHuve 0o 26
reHa LMNA, «ropsa4.» yd4. m. (Familial Partial Lipodystrophy 2, FPLD 2, Gene pesynbTara
7834LMNA LMNA, Hot-Point Mut.) BpPa4oMm - 9900,00
reHeTVIKOM
JlunogncTpodms cemenHas vyacTuiHas. MNMowck mytauuii reHa LMNA, m. KpoBb Onwucanve 0o 26
(Familial Partial Lipodystrophy 2, Gene LMNA, Mut.) pesynbTata
7835LMNA BPAUOM - 36900,00
reHeTUKOM
MaHgnbynoakpanbHas gucnnasus ¢ nunogmctpoduent. Movck mytaumii B KpoBb OnwucaHuve 0o 26
ak3oHax 8, 9 reHa LMNA, M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene pe3ynbTaTta
7720LMNA LMNA, Mut.) BpauoM - 8900,00
reHeTUKOM
MeanoHoBas aumgypus. Monck myTtauun B reHe MVK, m. (Mevalonic Aciduria, | KpoBb OnwucaHve 0o 26
Gene MVK, Mut.) pesynbTata
7605MVK BPAUOM - 36900,00
reHeTVKOM
MeTtremornobuHemusi, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, KpoBb OnucaHve no 19
Freq. Mut.) pesynbTarta
7836DIA1 BpauOM - 7390,00
reHeTUKOM
MwuoknoHundeckast gucToHus. MNouck myTtauuii B reHe SGCE, M. (Myoclonic KpoBb Onucanve no 33
Dystonia, Gene SGCE, Mut.) pesynbTaTa
7147 BPAYOM - 43900,00

reHeTUKoOM




MwuoToHuyeckas amctpodus. Mouck YacTbix MyTauumn B reHe DMPK, 4. M. KpoBb OnwucaHuve no 19
Myotonic Dystrophy 1, Gene DMPK, Freq. Mut. esynbTaTa
7838DMPKI (My ystopny a ) pesy. 2900,00
Bpayom -
reHeTVIKOM
77705 MwuioToHuyeckas auctpodusi, Tvn 2, CNBP (ZNF9), y.m. KpoBb Onc no 19 2490,00
MwoToHust TomceHa-bekkepa. Mouck YacTtbix myTaumin B reHe CLCN1, 4. M. KpoBb OnucaHve no 21
(Myotonia Congenita, Gene CLCN1, Freq. Mut.) pesynbTaTa
7148 B 11900,00
payom -
rEHETVKOM
MuToxoHapuarnbHble 3a6oneBaHWsi, KOMMIEKCHas AuarHoCcTvKa: KpoBb Onc 0o 23
77704 mutoxoHapuaneHasa OHK, y.m. 6900,00
7642 MonekynsipHbIi CKPUHUHT Ha MUKpoZeneLmn/ MUKPOAYNIMKaLMm XpOMOCOM KpoBb Kay no 21 9900,00
MykoBucumaos. Movck yacTbix myTauui B reHe CFTR, u. m. (Cystic Fibrosis, |KpoBb OnwucaHve 0o 20
Gene CFTR, Freq. Mut.) pesynbTata
77911 BPAYOM - 17190,00
rEHETUKOM
Xopes 'eHTuHIToHa. MNMownck YacTbix MyTaumi B rexHe IT15, 4. M. (Chorea KpoBb OnwucaHve no 19
Huntington, Gene IT15, Freq. Mut.) pesynbTaTta
7815HDI BpauOM - 2900,00
reHeTVKOM
MblweyHas guctpodms BpoxaeHHas. Mouck myTtauui B reHe FKRP, M. KpoBb OnucaHve no 26
Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Mut. e3ynbTaTa
7842FKRP ( YSHOPY-BySHogy pathy ) 2 y 14900,00
payom -
reHeTVKOM
MbliweyvHasa auctpodus BpoxaeHHas. MNMovck yacTbix myTauui B reHe FKRP,  |Kposb Onucanve [o 26
4. M. (Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut. esynbTaTa
7843FKRP ( YSHOPNY-HySiogy paty q ) E Y 8900,00
payom -
reHeTVKOM
Mporpeccupytowas mbllweyHast guctpodus OroweHHa/Bekkepa (MMAN), KpoBb OnwucaHve no 18
aeneuwu n gynnukaumm reHa DMD pesynbTarta
79720UCI BPAYOM - 8090,00
reHeTVKOM
MblweyHasa auctpodus noscHokoHeyHocTHas. MNouck myTauuii B reHe FKRP, |Kposb Onucanve o 26
M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.) pesynbTaTta
7844FKRP 14900,00
BpayoMm -
reHETVKOM
MbliweyHas auctpodus nosicHokoHeYHocTHast. Mouck myTauuii B reHe SGCA, |Kposb Onucaxve no 26
M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.) pesynbTara
7157 B 22900,00
payom -
reHeTVIKOM
MbliweyHasa auctpodus noscHokoHeYHocTHas. Nouck myTauuii B reHe SGCB, |Kposb Onucanve o 26
M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.) pesynbTata
7159 B 18400,00
payom -
rEHETVKOM
MblweyHas guctpodms, Tvn Pykyama. MNouck mytaumn B reHe FKTN, m. KpoBb OnwucaHuve no 35
Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut. e3ynbTaTa
7934FKTN ( ystropny Y w ) pesy. 43900,00
Bpayom -
reHeTVIKOM
MbiweyHasa auctpodus Smepu-Apendyca. Mouck mytaumin B rere FHL1, m.  |KpoBb Onucanve o 26
(Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) pesynbTata
7163 B 28900,00
payom -
reHETVKOM
MblweyHas auctpodus dmepu-Opendyca. Mouck mytauui B reHe LMNA, m. |KpoBb OnwucaHuve 0o 26
(Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) pe3ynbTaTta
7999LMNA 36900,00
Bpayom -
reHeTVKOM
MbiweyHas auctpodus Smepu-Apendyca. Mouck mytauuin B reHe amepuHa  |Kposb OnwucaHve 0o 26
npu X-cuenneHHoun popme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked pesynbTata
7935 Gene Emerine, Mut.) BpPaYyoM - 13500,00
reHeTVKOM
Hannam MULIBRAY. Mouck myTtauui B reHe TRIM37, m. (Muscle-Liver-Brain- |KpoBb OnwucaHve 0o 26
Eye, Gene TRIM37, Mut.) pesynbTara
7936TRIM BpauOM - 9200,00
reHeTVKOM
Hapywenusa getepmuHaumm nona. Mouck mytauui reHa SRY, m. (Disorders KpoBb Onucanve no 26
Sex Determination, Gene SRY, Mut.) pesynbTaTa
7903SRY BPAYOM - 7400,00

reHeTUKoOM




HapyweHnna getepmuHaumm nona. AHanua Hamvums reHa SRY, m. (Disorders |KpoBb OnwucaHuve no 19
Sex Determination, Analysis Gene SRY, Mut.) pesynbTaTta
7846SRYI BpauoM - 6200,00
reHeTVIKOM
HacnencteeHHast MOTOpHO-CeHcopHasi HerponaTtus (6onesHb LWapko-Mapn-  |KpoBb Onwucanve 0o 26
Tyta) Tvin |. Mownck myTaumn B reHe GJB1, m. (Charcot-Marie-Tooth Disease pesynbTaTa
7941GJB1l  |1yhe 1B, Gene GJBL, Mut)) BpaYoM - 9200,00
reHeTUKOM
HacnepncteeHHasi MOTOpHO-CeHCcopHas HeliponaTtus (bonesHs Lapko-Mapu-  |Kposb OnwucaHve 0o 26
Tyta) Tvn |. Mownck myTtauun B reHe PO, m. (Charcot-Marie-Tooth Disease Type pe3ynbTaTta
7940P0  [4B Gene PO, Mut.) BpavOM - 14000,00
reHeTVKOM
HacnencteeHHass MOTOPHO-CeHCcopHas HenponaTus (6onesHs Lapko-Mapu-  |Kposb Onucanve no 26
Tyta) Tvin . Mownck myTaumn B reHe PMP22, m. (Charcot-Marie-Tooth Disease pesynbTata
7918PMP22I Type 1B, Gene PMP22, Mut.) Bpayom - 14500,00
reHeTUKOM
HacneacteeHHasi MOTOpHO-CeHCopHasi HemponaTtus (6onesHb LWapko-Mapw-  |KpoBb OnwucaHve no 19
Tyta) Tvn |. Mownck MyTauun upiraHckoro nponcxoxaeHusi B reHax NDRG1 n pesynbTaTa
7609NDR  15H3TC2, u. M. (Charcot-Marie-Tooth Disease Type 1B, Genes NDRGH1, BpaqoM - 6200,00
SH3TC2, Mut.) reHeTVKOM
HacnepgctBeHHast MOTOpHO-ceHCcopHas Heliponatus (boneaHb Lapko-Mapu-  |Kposb OnwucaHve 0o 26
Tyta) Tvin Il. Mouck myTtaumi B reHe GDAP, m. (Charcot-Marie-Tooth Disease pesynbTata
7949GDAP Type 2A1, Gene GDAP, Mut.) BPa4oM - 18400,00
reHeTVKOM
HacneacteeHHas HeviponaTusi C MOABEPXXEHHOCTLIO Napanunyy oT caasnenus. |Kposb Onucanve [o 26
Mowck myTaumn B reHe PMP22, m. (Hereditary Neuropathy with Liability to pesynbTaTa
7902PMP Pressure Palsies, HNPP, Gene PMP22, Mut.) BpayoM - 14500,00
reHeTUKOM
HacnepnctBeHHbI aHrMoHeBpoTMYeckuii otek. MNouck mytauuii B reHe C1NH,  |Kposb OnucaHve no 26
M. (Hereditary Angioedema Type |, Gene C1NH, Mut.) pesynbTarta
7725C1INHI BPAYOM - 21600,00
reHeTVKOM
HacnepncteeHHbI remoxpomartos, | Tun (reH HFE) (Hemochromatosis Type 1 |KpoBb Onwucanve no 12
(Gene HFE)) pesynbTata
T779HFEI BpAUOM - 1300,00
reHeTUKOM
HezapalyeHve pogHuykoB. MNouck myTauuii B reHe ALX4, M. (Parietal KpoBb Onucaxve no 26
Foramina, PFM, Gene ALX4, Mut.) pesynbTara
7847ALX4 BPAYOM - 14000,00
reHeTVIKOM
HenponaTtus ¢ napanuyamu ot caaenenust, PMP22, neneuwn n gynnukaumm KpoBb OnucaHve no 23
(Charcot-Marie-Tooth disease type 1A (CMT1A)) pesynbTata
7952PMP BPAUOM - 4950,00
reHeTUKOM
[unarHocTrKa HacrneacTBEeHHbIX (POPM HEMPOCEHCOPHOW TYroyXOCTU (reHbl KpoBb 3akn no 15
7961GJB2I |GJB2, GJB3, GJB6, POU3F4, WFS1) u. M. (Diagnosis of hereditary 6200,00
sensorineural hearing loss (GJB2, GJB3, GJB6, POU3F4, WFS1 genes))
7963GJB2| |HenpoceHcopHas HecyHapomarbHasi TYroyXxoCTb, NOSHbIM aHanma reHa GJB2 |KpoBb 3akn 0o 26 10500,00
Hewtponenus. Mowvck mytaumii B reHe ELA2, m. (Neutropenia Severe KpoBb Onucanve o 26
Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.) pesynbTata
7910ELA2 BPAUOM - 16500,00
reHeTUKOM
HedpoHodptus. MNownck mytaumm B reHe NPHP1, m. (Nephronophthisis 1, KpoBb OnwucaHuve no 19
NPHP1, Gene NPHP1, Mut.) pe3ynbTaTta
7849NPHP1 BpauoM - 14500,00
reHeTUKOM
HedpoTuueckuin cuHapom. Mowvck mytaumin B reHe NPHS1, m. (Nephrotic KpoBb OnwucaHve 0o 33
Syndrome Type 1, NPHS1, Gene NPHS1, Mut.) pesynbTata
7166 BPAUOM - 52000,00
reHeTVKOM
HedpoTtuueckuin cuHgpom. Mouck mytauui B reHe NPHS2, m. (Nephrotic KpoBb OnwucaHve 0o 26
Syndrome Type 1, NPHS1, Gene NPHS2, Mut.) pe3ynbTaTta
7167 BpauOM - 22900,00
reHeTUKOM
Hopmokanuemudeckun nepuogudeckui napanuy. Mouck mytauui B ak3oHe 13 |Kposb OnwucaHve 0o 26
reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, pesynbTara
7997SCN Mut.) BPAYOM - 7400,00

reHeTUKoOM




OkynodapwuHrearnbHas MbllleyHas auctpodus. MNMonck YacTbix MyTaumn B reHe | Kposb OnwucaHuve no 19
RABPN1, 4. M. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene pesynbTara
7957RABPN RABPNL1, Freq. Mut.) Bpayom - 2950,00
reHeTUKOM
OnpepeneHve HepaBHOBECHOM NanioHM3aLmMmm X-xpoMocoMbl npu X- KpoBb Onucanve po 19
CLENNeHHbIX peLleCcCUBHbIX 3aboneBaHusix y aesoyvek (Non-Random X pesynbTaTa
7701XI Chromosome Inactivation in Females) BpPaYyoM - 8400,00
reHeTUKOM
OcHoBHble HacneacTBeHHbIe 3aboneBaHust (reHbl CFTR, GJB2, PAH, SMN)  |Kposb OnwucaHve no 20
(Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN)) pe3ynbTaTta
126rm BpauoM - 18900,00
reHeTUKOM
OcTeoneTpo3 peLeccuBHbIN (MpamopHas 6onesHb kocTel). Mouck mytauuin B |KpoBb OnwucaHve 0o 33
reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene pesynbTata
7168 TCIRG1, Mut.) Bpayom - 34700,00
reHeTUKOM
OcTeoneTpo3s peueccuBHbIN (MpaMmopHas 6onesHb Kocten). Mouck YacTbix KpoBb OnwucaHve no 19
myTaumii B reHe TCIRG1, u. m. (Osteopetrosis Autosomal Recessive 1, pesynbTaTta
7958TCIRG  |opTR1, Gene TCIRGL, Freq. Mut.) BpaqoM - 6200,00
reHeTUKOM
MepBunyHas runepTpodmryeckas ocTeoapTponaTvs (TaxuaepMoneprocTos). KpoBb Onucanve no 26
Mouck mytauui B reHe HPGD, M. (Hypertrophic Osteoarthropathy, Primary, pesynbTata
7727THPGD A tos0mal Recessive, 1, Gene HPGD, Mut.) Bpayom - 21600,00
reHeTUKOM
MepBryHas nerovHas runepteHsmns. MNouck mytauui B reHe BMPR2, m. Kposb Onucanve fo 35
(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.) pesynbTaTta
7728BMPR BpAUOM - 43500,00
reHeTUKOM
Mepuognyeckasi 6onesHb. Mouck mytaumii B reHe MEFV, m. (Familial KpoBb OnucaHve no 26
Mediterranean Fever, FMF, Gene MEFV, Mut.) pesynbTara
7851MEFVI BPAYOM - 29300,00
reHeTUKOM
Mepuognyeckas 6onesHb. MNMonck YacTbix MyTaumin B reve MEFV, 4. m. KpoBb OnucaHve no 20
(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.) pesynbTata
7012MEI BpAUOM - 7900,00
reHeTUKOM
MurmeHTHas pereHepaumsi cetyatku (reHsl ABCA4, BEST1, RPE65, KpoBb Onucaxve no 16
GUCY2D, CEP290, CNGAS3, CRB1, CNGB3) pesynbTarta
7853RP2 BPAYOM - 14500,00
reHeTUKOM
MukHoamaocTos. Mownck myTaumii B reHe CTSK, M. (Pyknodysostosis, PKND, |Kposb Onucanve o 26
Gene CTSK, Mut.) pesynbTata
7176 BPAUOM - 18500,00
reHeTUKOM
[MHeBMOTOpPAaKC NepBUYHbLIN CMOHTaHHLIW. Monck myTauun B reHe FLCN, M. KpoBb OnwucaHuve no 35
(Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.) pesynbTara
7998FLCN BpauoM - 34700,00
reHeTUKOM
Monupaktunus. Mowvck myTaumii B reHe SHH, m. (Polydactyly, Gene SHH, KpoBb Onucanve o 26
Mut.) pesynbTata
7636SHH BPAUOM - 10500,00
reHeTUKOM
Monunpaktunua. Mownck mytaumn B reHe GLI3, m. (Polydactyly, Gene GLI3, KpoBb OnwucaHuve po 35
Mut.) pe3ynbTaTta
7730GLI3 BpauoM - 52000,00
reHeTUKOM
Mporepua XatumHcoHa-Mvndopaa. Mouck mytauun B reHe LMNA, m. KpoBb OnwucaHve 0o 26
(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.) pesynbTata
7180 BPAUOM - 29300,00
reHeTUKOM
lMceBpokcaHToMa anactuyeckast. lMouck yacTbix MyTaumn B reHe ABCCB, 4. M. |KpoBb OnucaHve 0o 26
(Pseudoxanthoma Elasticum, Gene ABCCS6, Freq. Mut.) pe3ynbTaTta
7183 BpauOM - 7400,00
reHeTUKOM
Pabgomunonua (MuornobuHypus). Mowvck mytaumii B reHe LPIN1T, m. KpoBb Onucanve po 35
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, Mut.) pesynbTaTa
7759LPIN BPAYOM - 59900,00

reHeTUKoOM




PeTtuHowmanc. Mouck myTtauui B reHe RS1, m. (Retinoschisis 1 X-Linked KpoBb OnwucaHuve 0o 26
Juvenile, RS1, Gene RS1, Mut.) pesynbTara
7185 BpauoM - 17900,00
reHeTUKOM
CemeliHas runepxonectepmHeMusi (KOMNnekcHast guarHocTuka - redbl LDLR,  |Kposb Kay po 19
7649 APOB, PCSK9) 6950,00
7647 CewmeliHas runepxonectepuHemusi, reH APOB100 Kposb Kay fo 19 3950,00
7645 CewmeliHas runepxonectepmHemusi, red LDLR Kposb Kay fo 19 9950,00
7646 CewmenHas runepxonectepuHemusi, reH PCSK9 Kposb Kay fo 19 8950,00
CewmenHas nepvogndeckas nuxopagka. Mouck mytaumi B reHe TNFRSFIA, m. |KpoBsb OnucaHve 0o 26
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, pesynbTara
7799TNFR Mut.) BpauoM - 10750,00
reHeTUKOM
CemeliHbIn remodparoumTapHbii numdornctroumtos. MNomck mytaumii B reHe  |Kposb Onucanve o 26
PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.) pesynbTata
7916PRF BPAYOM - 14500,00
reHeTUKOM
CemenHbIv remodparoumtapHbiv numdornctrounTos. MNMonck mytaumn B reHe | Kposb OnwucaHve 0o 26
STX11, M. (Familial Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.) pe3ynbTaTta
7917STX BpauOM - 12500,00
reHeTUKOM
CemeliHbIn remodparoumTapHbi numdornctroumtos. MNMouck mytaumii B reHe  |Kposb Onucaxve no 35
STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2, pesynbTara
7915STXB Mut.) BPAYOM - 34900,00
reHeTUKOM
CewmeliHbIn remodparoumTapHbin numdornctnoumtos. MNMomck mytaumii B reHe  |Kposb Onucanve fo 35
UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, pesynbTaTta
7914UNC Mut.) BpAuOM - 52000,00
reHeTUKOM
CemeliHbIn remodparoumTapHbli numdornctTroumtos. MNouck vyactbix MyTaumin  |Kposb OnucaHve no 19
B reHe UNC13D, u. m. (Familial Hemophagocytic Lymphohistiocytosis, Gene pesynbTaTta
7914UNC1 UNC13D, Freg. Mut.) Bpayom - 6200,00
reHeTUKOM
CeMenHbI MeaynnsapHbIA pak LUTOBUAHON xenesbl (3k3oHbl 10, 11, 13, 14,  |KpoBb Onucanve no 26
15 reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 pesynbTaTta
7004MRI Gene RET)) BpAUOM - 16500,00
reHeTUKOM
CeMmelHbIn MeaynnsipHbIi pak LWMTOBUOHOM xene3bl. [Movck myTauwmi B KpoBb Onucaxve 0o 26
ak30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons 5, 8 pesynbTara
7798RET Gene RET, Mut.) BPa4oM - 10500,00
reHeTUKOM
CemeliHbIN xorofoBon aytoBocnanurensHbein cudapoMm NLRP3 m. (Familial KpoBb Onucanve no 35
Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.) pesynbTata
7797CIAS1 BPAYOM - 34900,00
reHeTUKOM
CeHcopHas nonuHenponatus, NGF m. (Hereditary Sensory and Autonomic KpoBb OnwucaHve no 26
Polyneuropathy, Gene NGF, Mut.) pesynbTara
7858NGFB BpauoM - 13500,00
reHeTUKOM
Cungpom CINCA, reH NLRP3 M. (Chronic Infantile Neurologic Cutaneous KpoBb Onucanve o 26
Articular, Gene NLRP3, Mut.) pesynbTata
7733CIAS1 BPAUOM - 34900,00
reHeTUKOM
CwuHgpom TAR. Mowuck myTauui B reHe RBM8A, M. (Thrombocytopenia- KpoBb OnwucaHuve 0o 26
Absent Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.) pe3ynbTaTta
7186 BpauoM - 17900,00
reHeTUKOM
CuHgpom Aapckora-CkoTTa (dhauuoreHutanbHas ancnnasus). Movck mytauuin |Kposb OnwucaHve 0o 26
B reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, pesynbTata
7859FGD1 Faciogenital Dysplasia, Gene FGD1, Mut.) Bpayom - 42600,00
reHeTUKOM
CwuHagpom AnbcTpoma. Mouck myTtauui B «ropsiumx» ydactkax reHa ALMS1, Kposb Onucanve o 26
«ropsiy.» y4. M. (Alstrém syndrome, Gene ALMS1, Hot-Point Mut.) pesynbTaTa
7187 BpauOM - 12400,00
reHeTUKOM
CuHgpom AHgepceHa. Mownck myTaumi B reHe KCNJ2, m. (Andersen-Tawil KpoBb OnucaHve no 26
Syndrome, Gene KCNJ2, Mut.) pesynbTara
7861KCNJ2 BPAYOM - 14500,00

reHeTUKOM




CwuHagpom AHTnn-Bukcnepa. Mouck myTauui B ak3oHe 9 reHa FGFR2, m. KpoBb OnwucaHuve no 19
(Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.) pesynbTara
7913FGFR BpauoM - 7400,00
reHeTUKOM
CuHgpom Anepa (akpouedanocuHgaktunms). MNMowvck yacTbix myTaumii B reHe  |Kposb Onucanve o 26
FGFR2, u. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.) pesynbTaTa
7862FGFR2 BPAUOM - 10000,00
reHeTUKOM
CwuHgpom Apta. Mouck mytaumii B reHe PRPS1, m. (Art's Syndrome, Gene KpoBb OnwucaHve 0o 26
PRPS1, Mut.) pe3ynbTaTta
7863PRPS1 BpauoM - 20600,00
reHeTUKOM
CuHgpom baHasH-Paiinu-Pyeanbbaka. MNouck mytauuin B reHe PTEN, m. KpoBb Onucanve o 26
(Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.) pesynbTata
7796PTEN BPAYOM - 26000,00
reHeTUKOM
CwuHgpom Beprta-Xora-Abtoba (BX1). Monck mytauuin B reHe FLCN, m. (Birt-  |KpoBb OnwucaHve po 35
Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.) pesynbTaTta
7703FLCN BpauOM - 34900,00
reHeTUKOM
CuHgpom BoyaHa-KoHpaam (BKC, uepebporenatopeHanbHbIi CUHAPOM). KpoBb OnwucaHve 0o 26
Mouck myTtauui B reHe EMG1, m. (Bowen Conradi Syndrome, BCS, Gene pesynbTata
7189 EMG1, Mut.) Bpayom - 14900,00
reHeTUKOM
CuHppom bbepHcTaga (cvHapom Kypyasbix Bosioc). onck myTauuii B rexHe Kposb Onucanve [o 26
BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.) pesynbTaTta
7734BCS BpAUOM - 14500,00
reHeTUKOM
CuHgpom BaapaeH6ypra-Laxa. Mowvck myTtauwmii B reHe EDNRB, M. KpoBb OnucaHve no 26
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.) pesynbTara
7867EDNRB BPAYOM - 20600,00
reHeTUKOM
CuHppom BaappaeH6ypra. Mowck myTtaumn B reHe PAX3, m. (Waardenburg KpoBsb Onucanve o 26
Syndrome, WS, Gene PAX3, Mut.) pesynbTata
7866PAX3 BpAUOM - 22900,00
reHeTUKOM
CuHgpom BaH aep Bypga. Mouck myTtauuii B reHe IRF6, m. (Van der Woude KpoBb Onucaxve no 26
Syndrome, Gene IRF6, Mut.) pesynbTara
7190 BPAYOM - 26900,00
reHeTUKOM
CuHgpom Buckotta-Ongpuda (CBO). Mouck mytauun B reHe WAS, m. KpoBsb Onucanve o 26
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.) pesynbTata
7868WAS BPAUOM - 20600,00
reHeTUKOM
CvHApPOM BPOXAEHHON LieHTpanbHom runoseHTunsaumm (CBLIN). Mowuck yacTbix |KpoBb OnwucaHuve no 19
myTaumii B reHe PHOX2B, 4. m. (Congenital Central Hypoventilation pesynbTara
7785PHOX2B Syndrome, CCHS, Gene PHOX2B, Freq. Mut.) BpPa4oMm - 6200,00
reHeTUKOM
CuHppom MepmaHcku-TNyanaka (AnbOyHU3M rmaso-KoXHbI C KpoBb Onucanve o 26
remopparmyeckum AmaTesoM 1 NUrMeHTauuen peTrKyno-aHaoTeNanbHbIX pesynbtaTta
7192 KneTok). Mownck YacTbix myTaumii B reHe HPS1, u. m. (Albinism Bpayom - 10500,00
Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.) reHeTMKOM
CwuHapom [Mpevira (cemenHbln runeptenopuam). MNMowck mytauui B reHe GLI3,  |KpoBb OnwucaHuve po 35
M. (Greig Syndrome, Gene GLI3, Mut.) pe3ynbTaTta
7869GLI3 BpauoM - 52000,00
reHeTUKOM
CuHgpowm [Mpucuenmu. Movck myTaumin B reHe RAB27A, m. (Griscelli KpoBb OnwucaHve 0o 26
Syndrome, Gene RAB27A, Mut.) pesynbTata
7T737RAB27 BPAUOM - 16200,00
reHeTUKOM
CwuHapom [IxekcoHa-Belicca. MNovck myTaumn B ak3oHe 9 reHa FGFR2 u KpoBb OnucaHve 0o 26
ak3oHe 7A reHa FGFR1, M. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene pe3ynbTaTta
7738FGFR  [EGFR2, Exon 7A Gene FGFRL, Mut.) BpaqoMm - 10500,00
reHeTUKOM
77703 Cwungpom OPMIA, ATN1T, y.m. KpoBb Onc no 19 3700,00
CuHgpom Xunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1)) KpoBb Onucanve no 8
pesynbtaTta
7003UGI BPAYOM - 2400,00

reHeTUKOM




CuHgpom XKybepa (CXK). AHanus ynicna konuii reHa NPHP1 (Joubert KpoBb OnwucaHuve 0o 26
Syndrome, Cerebelloparenchymal Disorder IV, CPD IV, Classic Joubert pesynbTara
7194 Syndrome, Joubert Syndrome type A, Joubert-Boltshauser Syndrome, Pure Bpa4oMm - 14500,00
Joubert Syndrome, Gene NPHP1, Mut.) reHeTMKOM
CuHppom KapneHTepa (akpouedanononMcnHaakTunua BToporo tuna). Monck  |Kposb Onucanve o 26
myTauui B reHe RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.) pesynbTaTa
7195 BPAUOM - 20600,00
reHeTUKOM
CwuHapom kepatuta-uxrmosa-tyroyxoctu (KNO-cuHgpom). MNounck mytaumin B KpoBb OnwucaHve 0o 26
reHe GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene pe3ynbTaTta
7768GJB2 GJB2, Mut.) BpauoM - 10500,00
reHeTUKOM
CuHgpom Knnnnens-®enns (cMHgpom KopoTKow wwewm). Nouck mytauui B reHe |Kposb OnwucaHve 0o 26
GDF6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.) pesynbTata
7198 BPAYOM - 13200,00
reHeTUKOM
CwuHgpom KokkenHa. Mouck mytaumii B reHe ERCCB, m. (Cockayne Syndrome, | Kposb OnwucaHve po 35
Gene ERCC6, Mut.) pesynbTaTa
7739ERCC6 BpauOM - 59900,00
reHeTUKOM
CuHgpom Koctenno. Mowck mytaumii B reHe HRAS, m. (Costello Syndrome, KpoBb OnucaHve no 26
Gene HRAS, Mut.) pesynbTata
7199 BPAYOM - 7400,00
reHeTUKOM
CuHppom KodbdpumHa-Tloypu (CKIM). Mouck mytauuin B rene RPSEKAS, m. Kposb Onucanve fo 33
(Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.) pesynbTaTta
7202 BpAUOM - 59900,00
reHeTUKOM
CuvHOpOM kpaHuodhaumansHo AMCMOopPdUU-TYroyXoCTu-yrbHapHon Aesnauum  |Kposb OnwucaHve 0o 26
kucten. Momck mytaumii B reHe PAX3, m. (Craniofacial-Deafness-Hand pesynbTara
7740PAX3 Syndrome, CDHS, Gene PAX3, Mut.) Bpayom - 23200,00
reHeTUKOM
HwnarHocTuka cuHapoma Kpurnepa-Hamspa (CKH, cemeiniHas xentyxa) (reH KpoBsb Onucanve fo 19
UGT1ALl). (Crigler-Najjer Syndrome, Gene UGT1, Mut.) pesynbTata
7010UGI BpAUOM - 14500,00
reHeTUKOM
CuHgpom KpysoHa ¢ YepHbIM akaHTo30oM. [Nouck myTauuii B 3k3oHe 10 reHa KpoBb OnwucaHve 0o 26
FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene pesynbTarta
7760FGFR3 FGFR3, Mut.) BPAYOM - 7400,00
reHeTUKOM
CuHppom KpysoHa. MNMouvck myTaumii B 3k3oHax 7 1 9 reHa FGFR2, m. (Crouzon |Kposb Onucanve o 26
Syndrome, Exons 7, 9 Gene FGFR2, Mut.) pesynbTata
7964FGFR2 BPAUOM - 10500,00
reHeTUKOM
77714 CunHOpoM noMKomr X-xpoMocoMbl ¢ Tpemopom/aTtakemen, FMR1, 4.m. Kposb Onc fo 19 3700,00
CwuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene KpoBb OnwucaHve no 35
NLRP3, Mut.) pesynbTara
7794CIAS1 BpauoM - 34900,00
reHeTUKOM
CwuHgpom Makneoga. Mowck mytaumn B reHe XK, m. (McLeod Syndrome, KpoBb Onucanve no 26
Gene XK, Mut.) pesynbTata
7204 BPAUOM - 14000,00
reHeTUKOM
7643 CuHgpom MapTtuHa-benn (cuHgpom nomkor X XpoMOCOMbl) Kposb Kay fo 15 6500,00
CvHAPOM MHOXECTBEHHOW SHAOKPUHHOW Heonnasum 2A Tuna (3k3oHbl 10, 11 |KpoBb OnwucaHuve 0o 26
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET)) pe3ynbTaTta
7006A2I BpauoM - 10500,00
reHeTUKOM
CVHOPOM MHOXECTBEHHOW 9HOOKPUHHOM Heornaawm 2B Tuna (reH RET) KpoBb OnwucaHve 0o 20
(Multiple Endocrine Neoplasia Type 2B (Gene RET)) pesynbTara
7005B2I BPAYOM - 7400,00
reHeTUKOM
CuHgpom Moyat-BunbcoH. Mouck mytauun B rere ZEB2, m. (Mowat-Wilson Kposb Onucanve fo 35
Syndrome, Gene ZEB2, Mut.) pe3ynbTaTta
7743ZEB2 BpauOM - 43500,00
reHeTUKOM
CuHgpom HunmereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene |KpoBsb Onucanve no 11
NBN, Freq. Mut.) pesynbTara
7872NBS1lI BPAYOM - 1950,00

reHeTUKOM




CwvHApoM HorTen-HaaKoneHHuka (ocTeoHuxoaucnnasns). Mouck mytauui B KpoBb OnucaHve 0o 26
reHe LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene pesynbTara
7213 LMX1B, Mut.) Bpa4oMm - 20600,00
reHeTUKOM
CuHppom Ocniepa-PaHato-Bebepa (HacneacTBeHHas remopparuyeckas KpoBb Onucanve o 26
TeneaHruaktasus). Mouck mytauum B reHe ENG, m. (Rendu-Osler-Weber pesynbTaTa
7215 Disease, Gene ENG, Mut.) BpPaYyoM - 26000,00
reHeTUKOM
CwuHgpom Mannuctepa-Xonna. MNowvck mytaumn B reHe GLI3, m. (Pallister-Hall  |KpoBb OnwucaHve no 35
Syndrome, Gene GLI3, Mut.) pe3ynbTaTta
7744GLI3 BpauoM - 52000,00
reHeTUKOM
CuHpgpowm lMNannuctepa. Monck MyTauun B reHe TBX3, m. (Pallister W KpoBb OnwucaHve 0o 26
Syndrome, Gene TBX3, Mut.) pesynbTata
7874TBX3 BPAYOM - 20600,00
reHeTUKOM
CwvHapom nogkoneHHoro nrepurmyma. lNMouck mytauui B reHe IRF6, m. KpoBb OnwucaHve 0o 26
(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.) pesynbTaTta
7217 BpauOM - 26000,00
reHeTUKOM
CuHpgpowm lNdpariddpepa. Monck myTaumin B ak3oHax 7, 9 reHa FGFR2 n ak3oHe |KpoBb OnwucaHve 0o 26
7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A pesynbTata
TT45FGFR I Gene FGFR1, Mut.) Bpayom - 12500,00
reHeTUKOM
CuHppom PetTa. MNownck mytaumii B reHe MECP2, M. (Retts Syndrome, Gene |Kposb Onucanve fo 19
MECP2, Mut.) pesynbTaTta
7218MEI BpAUOM - 12500,00
reHeTUKOM
CuHgpom Cetpe-Yot3aeHa. Mownck myTtauwmi B reHe TWIST1, m. (Saethre- KpoBb OnucaHve no 26
Chotzen Syndrome, Gene TWIST1, Mut.) pesynbTara
7219 BPAYOM - 13300,00
reHeTUKOM
CuHppom Cunbaepa. Monck myTtaumn B reHe BSCL2, m. (Silver Syndrome, KpoBsb Onucanve o 26
Gene BSCL2, Mut.) pesynbTata
7220 BpAUOM - 20600,00
reHeTUKOM
CuHgpom CumncoHa-Ionabu-bemens. Movck mytaumii B reHe GPC3, M. KpoBb Onucaxve no 26
(Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.) pesynbTara
7221 BPAYOM - 23200,00
reHeTUKOM
CuHgpom Cwmuta-Nlemnn-Onuua (CITOC). Mownck myTtauun B rene DHCR7, M. |KpoBsb Onucanve o 26
(Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.) pesynbTata
7877DHCR7 BPAUOM - 26000,00
reHeTUKOM
CvHapom TecTukynsipHon pemunmnsaumm (CTP, cuigpom Moppuca). Mownck KpoBb OnwucaHuve 0o 26
myTaumii B reHe AR, m. (Testicular Feminization Syndrome, Gene AR, Mut.) pesynbTara
7879AR BpauoM - 29300,00
reHeTUKOM
CuHgpom Tpuyepa-KonnuHaa-PpaHyeckeTTn (MaHaMbyno-daumansHbIn KpoBb Onucanve no 35
amsoctoas). MNownck myTaumn B reHe TCOF1, m. (Treacher-Collins Syndrome, pesynbTata
7747TCOF1 Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis without Limb BpPaYyoM - 59900,00
Anomalies, Gene TCOF1, Mut.) reHeTMKOM
CuHgpom Yokepa-Bapbypr (CYB). Mowuck mytauwii B reHe FKRP, m. (Walker- |Kposb OnwucaHuve 0o 26
Warburg Syndrome, WWS, Gene FKRP, Mut.) pe3ynbTaTta
7748FKRP BpauoM - 13300,00
reHeTUKOM
CuHgpom Xunnens-JinHgay (Lepebpo-peTHO-BUCLEPanbHbIA aHIMOMaTo3). KpoBb OnwucaHve 0o 26
Mouck myTtauun B reHe VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von pesynbTata
7984VHL Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Mut.) BpPaYyoM - 13300,00
reHeTUKOM
CwuHagpom Xvnnensi-finHaay (uepebpo-peTuHo-BucLeparbHbIA aHIMOMaTo3). KpoBb OnwucaHve no 29
OnpepeneHwve yvcna konui reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL, pesynbTara
7973VHL Von Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Copy Number BPa4oM - 13600,00
Variation Gene VHL, Mut.) reHeTVKOM
7652 Cwungpom LAOACUN, reH NOTCH3 KpoBb Kay no 19 10500,00
CuHpgpowm LUBaxmana-JavimoHga. MNouck myTtauuin B reHe SBDS, m. KpoBb OnucaHve no 26
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.) pesynbTara
7223 BPAYOM - 16200,00

reHeTUKOM




CwvHgpowm LBaxmaHa-farimoHga. MNounck YacTtbix MyTauui B reHe SBDS1, y. M. |Kposb OnucaHve 0o 26
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.) pesynbTara
7224 BpauoM - 7400,00
reHeTVIKOM
CwuHapom 3Anepca-Aaxno, Tvn VI. Mouck YacTtbix myTauuii B reHe PLOD, 4. m. |KpoBb OnucaHve no 19
(Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq. Mut.) pesynbTaTa
7911PLODI BPAUOM - 10500,00
reHeTUKOM
CuHgpom Ockobapa. Mouck myTtauuii B reHe CHRNG, M. (Escobar Syndrome, |Kposb OnwucaHve 0o 26
Gene CHRNG, Mut.) pe3ynbTaTta
7750CHRNG BpauoM - 23500,00
reHeTVKOM
77708 Cnactnyeckas napannerus Ltptomnens, Tvn 4, SPAST (SPG4), y.m. KpoBb Onc [o 23 7500,00
CnuHanbHas amuoTpodmsi ¢ napanuyom amadpparmel. Movick mytaumii B reHe |Kposb Onucanve no 35
IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis, pesynbTata
7994IGHMB | Gene IGHMBP2, Mut.) Bpayom - 34300,00
reHeTUKOM
CnuHanbHas amuoTpodust Tunelt |, 11, 1l, IV (c onpegenenvem yncna konumn KpoBb OnucaHve no 14
SMN2) (Spinal Muscular Atrophy, SMA, Type |, II, lil, IV (copy Number pesynbTaTa
7996AMM VariatiZ)r(l SpMNZ)) P P cor Bpazom - 5750,00
reHeTUKOM
CnuHanbHas amuotpodomst Tunbl I, 11, 111, IV. Monck myTtauun B reHe SMN1, M. |KpoBb OnucaHve 0o 26
(Tonbko Npu Hanu4KMM ogHow konuu rexa) (Spinal Muscular Atrophy, SMA, Type pesynbTara
7228 I, 1, 11, IV, Gene SMN1, Mut. (Only Presence One Gene Copy) ) Bpayom - 23500,00
reHeTVIKOM
CnuHanbHo-6ynbbapHas amuotpodmst KeHHeauw. MNMounck YacTbix MyTauui B Kposb Onucanve fo 19
reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. pesynbTaTa
7976ARI Mut.) BpAuOM - 2800,00
reHeTUKOM
CnuHouepebennsapHas atakcusi. [Nouck yacTtbix MyTaumin B reHe ATXN7, 4. M. |KpoBb OnucaHve no 19
(Spinocerebellar Ataxia, Gene ATXN7 Freg. Mut.) pesynbTara
7788ATXN7 BPAYOM - 6200,00
reHETVIKOM
CnvHouepebennsapHasa atakcus. [Nouck yactbix MyTaumin B reHe ATXNS, u. M. |Kposb Onucanve fo 19
(Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.) pesynbTata
7787ATXNS BpAUOM - 6200,00
reHeTUKOM
77712 CnuHouepebennspHble atakcum, pegkue hopmbl, Y.M. KpoBb Onc no 19 7800,00
77716 CnuHouepebennsapHble atakcum, Yactble (opMbl, Y.M. KpoBb Onc no 19 6700,00
CnoHrrnodgopmHast aHuedanonaTusi C HeMpPOMNCUXUYECKMMM MPOSIBIIEHUSIMMN. KpoBb OnwucaHve 0o 26
Mownck mytaumn B reHe PRNP, M. (Spongiform Encephalopathy with pesynbTara
7978PRNP Neuropsychiatric Features, Gene PRNP, Mut.) BpPayoMm - 13500,00
reHeTVIKOM
CnoHagunokocTanbHbIn AM30cTo3. MNMonck MyTaumin B reHe DLL3, m. KpoBb OnucaHve no 26
(Spondylocostal Dysostosis, Gene DLL3, Mut.) pesynbTaTa
7230 BpAUOM - 20600,00
reHeTUKOM
CnoHgunoanudusapHasa gucnnasus (C3[). MNowuck mytaumn B reHe TRAPPC2, |Kposb OnwucaHve 0o 26
M. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.) pesynbTaTa
7979TRAP BpauoM - 13800,00
reHeTUKOM
CynepaktuBHocTb hocdopubosunnupodocdat cuHTeTasbl. [Nouck mytauui B |Kposb OnwucaHve 0o 26
reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase Superactivity, PRS pesynbTata
7980PRPS1 Superactivity, Gene PRPS1, Mut.) BpPAYyoM - 20600,00
reHeTUKOM
77711 TopcuoHHasa guctonns, Tun 1, TOR1A (DYT1), 4.m. Kposb Onc fo 19 2950,00
TpuxopuHodanaHreanbHbI cuHapoM. Mouck myTtauuii B reHe TRPS1, m. KpoBb OnwucaHve 0o 26
(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.) pe3ynbTaTta
7638TRPS BpauOM - 29300,00
reHeTUKOM
TpombouunToneHns BpoxaeHHas. MNouck mytauuii B reHe MPL, M. (Congenital |Kposb Onucanve no 26
7238 Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.) gﬁzgl,j?m 23800,00
reHeTUKOM
®atanbHas cemenHasa MHCoMHus. MNMouck myTaumii B reHe PRNP, m. (Fatal Kposb Onucanve o 26
Familial Insomnia, FFI, Gene PRNP, Mut.) pe3ynbTaTta
7885PRNP BpauOM - 13500,00

reHEeTUKOM




®enunkeToHypus. Mouck mytaumi B reHe PAH, m. (Phenylketonuria, PKU, KpoBb OnwucaHuve no 35
Gene PAH, Mut.) pesynbTara
7888PAH BpauoM - 34900,00
reHeTVIKOM
deHunkeToHypus. Mouck YacTtbix myTauui B reHe PAH, 4. m. (Phenylketonuria, | Kpoeb Onucanve no 20
PKU, Gene PAH, Freg. Mut.) pesynbTaTa
7781l BPAUOM - 13800,00
reHeTUKOM
dubpoavcnnasus occuduLmpytollas nporpeccupytoLas. Movck mytauwmii B KpoBb OnwucaHve 0o 26
«ropsumnx» yyactkax reHa ACVR1, «ropsay.» yu. M. (Fibrodysplasia Ossificans pesynbTara
7240 Progressiva, FOP, Gene ACVR1, Hot-Point Mut.) BpPa4oM - 13800,00
reHeTVKOM
®rbpoavrcnnasns occubulmpytoLas nporpeccupytoLast. MNouck mytauuii 6e3 |Kposb OnwucaHve 0o 26
«ropsiumx» yyactkoB reHa ACVR1, 6e3 «ropsy.» yd. M. (Fibrodysplasia pesynbTara
7241 Ossificans Progressiva, FOP, Gene ACVR1, without Hot-Point Mut.) BpPaYyoM - 20600,00
reHeTUKOM
X-cuenneHHasa arammarnobynmHemus. Nouck mytauuii B rese BTK, m. (X- Kposb Onucanve fo 35
Linked Agammaglobulinemia, XLA, Gene BTK, Mut.) pesynbTaTta
7891BTK BpauOM - 52000,00
reHeTUKOM
X-cuenneHHbI numdonponudepaTrBHbI cuHapoM (6onesHb [yHkaHa, KpoBb OnwucaHve 0o 26
cuHgpom MNyptuneo), XIAP m. (X-Linked Lymphoproliferative Syndrome, XLP, pesynbTata
7981BIRC4A  [5ane XIAP, Mut.) BPAYOM - 23800,00
reHeTVKOM
X-cuenneHHbiv numdonponudepaTmBHbIi cHApoM (6onesHb [lyHkaHa, Kposb Onucanve [o 26
cuHgpom MypTuneo). Mouck myTtauuii B reHe SH2D1A, m. (X-Linked pesynbTaTa
79825H2 Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.) BPa4oM - 13800,00
reHeTUKOM
X-cuenneHHbI MOTOpHbIN HUCcTarM. Mouck MyTauun B reHe FRMD7, m. (X- KpoBb OnucaHve no 19
Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.) pesynbTara
7894FRMD7 BPAYOM - 34900,00
reHeTVKOM
X-CLenneHHbIV TSXenbli KOMOMHUPOBaHHbIM MMyHoaedbuumT. MNounck KpoBsb Onucanve o 26
myTaumii B reHe IL2RG, m. (X-Linked Severe Combined Immunodeficiency, pesynbTaTta
7983IL2RG Gene IL2RG, Mut.) Bpayom - 13800,00
reHeTUKOM
XoHgpoaucnnasus metadusapHas, Tmn Mak-Kbtocuka. MNMounck mytaumii B reHe |Kposb Onucanve o 26
RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, pesynbTara
7786RMRP Mut.) BPAYOM - 7400,00
reHeTVIKOM
XoHppopaucnnasus TodevHas KoHpaaun-XioHepmaHra. lMonck MyTtauun B reHe KpoBsb Onucanve o 26
EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, pesynbTata
7244 Gene EBP, Mut.) BPa4oMm - 13800,00
reHeTUKOM
XoHapokanbuuHo3s. MNownck mytauun B reHe ANKH, M. (Chondrocalcinosis, KpoBb OnucaHve no 33
Calcium Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.) pesynbTara
7245 BpauoM - 34900,00
reHeTVIKOM
«[pobbeBuaHasi» xopuopeTuHonatus, TunuposaHne HLA-A29 (Birdshot KpoBb Kay po 19
7rro8 chorioretinopathy, HLA-A29) 2850,00
Xopougepemusi. Nonck mytaumm B reHe CHM, m. (Choroideremia, CHM, Gene |KpoBb OnwucaHve po 35
CHM, Mut.) pe3ynbTaTta
7889CHM BpauoM - 34400,00
reHeTUKOM
XpoHuyeckas rpaHynemaTo3Has 6onesHb. [Monck myTtauui B reHe CYBB, M. KpoBb OnwucaHve no 35
(Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.) pesynbTara
7890CYBB BPAUOM - 34900,00
reHeTUKOM
LiepebpookynodaumockeneTHbli cuHapom. MNouck mytauuii B reHe ERCCB, M. |Kposb Onucanve fo 35
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.) pe3ynbTaTta
7757ERCC6 BpAuOM - 59900,00
reHeTUKOM
OK30CTO3bl MHOXECTBEHHbIE. [onck myTauuii B reHe EXT1, m. (Multiple KpoBb OnucaHve no 35
Exostoses, Gene EXT1, Mut.) pesynbTarta
7896EXT1 BPAYOM - 34900,00
reHeTUKOM
OK30CTO3bl MHOXeCTBEHHbIE. [Tonck myTauui B rene EXT2, m. (Multiple Kposb OnucaHve po 35
Exostoses, Gene EXT2, Mut.) pesynbTaTa
7895EXT2 BpAUOM - 43300,00

reHeTUKOM




OkccyaaTvBHas BUTpeoxopeopeTuHanbHas auctpodums. MNonck mytauum B KpoBb OnwucaHuve 0o 26
rene NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.) pesynbTara
7758NDP 10500,00
BPaYvoM -
reHeTUKOM
OkToaepmarbHasi aHrugpoTuydeckas gucnnasus. MNMowck mytauni B reHe EDA, |KpoBb OnucaHve no 26
M. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.) pesynbTaTa
7897EDA B 23800,00
pavom -
reHeTUKOM
OkTodepmarnbHas rmgpotudeckas gucnnasus. MNowck mytauun B reHe GJB6, |KpoBb OnwucaHve 0o 26
M. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.) pe3ynbTaTta
7883GJB6 10500,00
BPaYvoM -
reHeTUKOM
OnudmsapHas Ancnnasmus, MHoOXXeCcTBeHHas . [ovck YacTbIX MyTaLuii B reHe KpoBb Onucanve ao 21
COMP, 4. m. (Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut. e3ynbTaTa
7248 ( pie Epipny yep a ) E ¢ 7400,00
pavom -
reHeTUKOM
OnudusapHasa gucnnasus, MHoxXecTBeHHas . Mouck mytaumi B reHe SLC26A2, |Kposb OnucaHve 0o 26
M. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut. esynbTaTa
7249 ( pie EPIPhY yeP ) pesy. 18900,00
BPaYvoM -
reHeTUKOM
OpuTtpoaepmusi BpoxxaeHHas UxTnosHasi (HebynnesHas). Mouck mytauui B KpoBb OnwucaHve no 35
reHe ALOXES3, M. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, pesynbTata
7985ALOX I Gene ALOXES3, Mut.) Bpayom - 43300,00
reHeTUKOM
Oputpoaepmust BpOxXAeHHas uxTnosHas (HebynnesHas). Mouck mytauun B Kposb Onucanve [o 26
reHe LOX12B, M. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, pesynbTaTta
7987LOX12 | Gene LOX128B, Mut.) BPAYOM - 29300,00
reHeTUKOM
Oputpoaepmusi BpoxxaeHHas UxTnosHasi (HebynnesHas). Mouck mytauuin B KpoBb OnwucaHve 0o 26
rene TGM1, m. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, pesynbTara
7986TGM1  |Gene TGM1, Mut.) Bpayom - 29300,00
reHeTUKOM
OpurtpokepaTtoaepmus. MNonck myTaumn B reHe GJB3, M. KpoBb Onwucanve 0o 26
(Erythrokeratodermia, Gene GJB3, Mut.) pesynbTata
7901GJB3 B 10500,00
payom -
reHeTUKOM
Oputpokepatogepmusi. Movick myTauwmii B reHe GJB4, m. KpoBb OnucaHve o 26
(Erythrokeratodermia, Gene GJB4, Mut.) pesynbTaTta
7899GJB4 B 10500,00
pavom -
reHeTUKOM
OpuTpPOLMTO3 peLeCcCHBHbIN (CEMeENHas HacneACTBEHHAs NONMULUTEMUS). KpoBb Onwucanve 0o 26
Mouck myTtauun B reHe VHL, m. (Autosomal Recessive Erythrocytosis, Gene pesynbTata
7250 VHL, Mut.) BPa4oMm - 13500,00
reHeTUKOM
OpuUTPOLMTO3 peLecCHBHbIN (CeEMenHas HacneaCTBEHHas NOMUMTEMUS). KpoBb OnwucaHuve no 19
Mownck YacTbix myTaumii B reHe VHL, 4. M. (Autosomal Recessive pesynbTara
7900VHLI Erythrocytosis, Gene VHL, Freq. Mut.) BpPa4oMm - 7400,00
reHeTUKOM
2021 "eHogmarHocTuka 6eTa-Tanaccemuit n remornobuHonatui (reHotunuposaHue |KpoBb Kay no 8 2
0 HBB) (Molecular diagnosis of beta-thalassemia and hemoglobinopathies (HBB 950,00
2022 OuarHoctuka TTR-amunongosa (cekBeHpoBaHue 2-4 ak30HOB reHa TTR) KpoBb Kay no 8 2950.00
(Molecular diagnosis of ATTR-amyloidosis (sequencign of 2-4 exons of TTR '
2023 "eHogmarHocTuka anbda-tanaccemumn (HBA1, HBA2, HS-40) (Molecular KpoBb Kon., Kau. no 8 950,00
diagnosis of alpha-thalassemia (HBA1, HBA2 genes and HS-40 regulation ’
HacneacteeHHble popmbl naHkpeaTuta (reHbl PRSS1, SPINK1) (Hereditary  |KpoBb OnwucaHuve no 16
pancreatitis (PRSS1, SPINK1 genes)) pe3ynbTaTta
7620 BpauoM - 3950,00
reHeTUKOM
®pykTosemust (reH ALDOB) (Hereditary fructose intolerance (ALDOB gene))  |KpoBb Onucanve no 16
pesynbtaTta
7621 BPAYOM - 3950,00
reHeTUKOM
HacneacteeHHas sHooTenmanbHas AMcTpodus poroeuLibl - Auctpodmns Pykca |Kposb Onwucanve no 16
reH TCF4) (Fuchs endothelial dystrophy (gene TCF4 esynbTaTa
27658 ( ) ( ystrophy (g ) pesy. 3950,00
BpPayoM -
reHeTUKOM
KomnnekcHasi guarHoctuka yBeutos (HLA-B27, HLA-B51, HLA-A29) KpoBb Kay no 10
7659 5300,00

(Diagnosis of uveitis (HLA-B27, HLA-B51, HLA-A29))




BonesHb MNMomne (reH GAA) (Pompe disease (GAA gene)) KpoBb OnwucaHuve no 16
pesynbTara
7660 BpauoM - 9800,00
reHeTMKOM
24. ONPEOENEHUE BUOJNIONMYECKOIo POOCTBA B CEMbE: OTLLOBCTBA U
MATEPUHCTBA (Definition of Biological Relationship: Paternity and Maternity)
24.1. OnpepeneHne 6MONOrM4YecKoro poAcTBa B CeMbe: OTLOBCTBA U MaTepPUHCTBA
(Definition of Biological Relationship: Paternity and Maternity)
CpoyHoe ycTaHOBMeHe BGUoNorMiyeckoro poAacTea Ans oAHoro u3 poautenen |BykkanbHeii |NoaTBepxa | #o 13
npu 6eccnopHoM poactee apyroro (3 yen.) (Urgent Establishment of Biological |anutenuii €Hve unm
BP3/5 Relationship for One Parent at Indisputable Relationship of Another (3 UCKIIOYEeHne 29900,00
Persons)) OTLOBCTBA
YcTaHoBneHve b1onormiyeckoro poacTea Ans OQHOrO U3 poautenen npu BykkanbHbin  |[logTBepXa no 15
6eccnopHom poacTee gpyroro (3 yen.) (Establishment of Biological anuTenui eHune nnm
BP3/20 Relationship for One Parent at Indisputable Relationship of Another (3 UCKIIOYeHne 16900,00
Persons)) OTLOBCTBA
CpoyHoe ycTaHOBMeHVe GUonormyeckoro poAacTea Ans ogHoro u3 poautenen |BykkanbHbid  |MNoaTtBepxa | £o 13
npu otcytcTeum gpyroro (2 ven.) (Urgent Establishment of Biological anuTenui €eHve unm
BP2/5 Relationship for One Parent in Absence of Another (2 Persons)) UCKIIOYEHNE 29900,00
OTLLOBCTBA
YcTaHoBneHve b1onormiyeckoro poacTea Ans O4HOrO U3 poautenen npu BykkanbHbin |[logTBepxa no 15
oTcytcTBuM gpyroro (2 yen.) (Establishment of Biological Relationship for One |anutenui eHune nnm
BP2/20 Parent in Absence of Another (2 Persons)) UCKITIoYeHne 14900,00
OTLOBCTBA
[ononHnTenbHbIN y4acTHUK UCCreaoBaHust (pebeHoK M MaTb UK oTeL) BykkanbHbIn  |MoaTBepxa no 15
(Additional research participant (child or mother or father)) anuTenui eHune unm
BP/O0M MCKMoUeHMe 6390,00
OTLIOBCTBaA
25. HACNEACTBEHHbLIE EONIE3HU OEMEHA BELLECTB Y HOBOPOXOEHHbIX /
CKPUHWUHT «MATOYKA» (Hereditary Metabolic Disorders in Newborns. Newborn
25.1. HacneacTBeHHbIe 60ne3Hn o6MeHa BeLecTB Y HOBOPOXAEHHbLIX/CKPUHUHT
«MaTouka» (Hereditary Metabolic Disorders in Newborns. Newborn Screening
*[lnsA TecTOB, NOME4Y€eHHbIX *, HeobxogmMma npo6onogroroska (HMAT).
AHanua cnekTpa aMMHOKMCIIOT U aUUIIKAapHUTUHOB, TaHAEMHasi Macc- KanunnsipHas |Kon no 13
HBO1 CNeKTPOMETPUS, METOA, Cyxou kannu kposu (Analysis of amino acids and KPOBb 4600,00
acylcarnitines, dried blood spots (MS/MS))
AHanua cnekTpa opraHu4eckux KUCroT MOYM METOAOM ra3oBom Moua Kon no 17
HBO2 xpomartorpadum ¢ macc-cnektpomeTtpuen (MX/MC) (Analysis of the spectrum 9100,00
of organic urine acids by gas chromatography with mass spectrometry (GC /
OnpepgenexHne akTMBHOCTM BUOTUHMAA3bI (HEAOCTAaTOMHOCTL BUOTMHUAA3EI) CobiBopoTka |Kon 0o 13
7060 (Biotin-Dependent Carboxylases Activity (Biotinidase Deficiency)) KpoBM 5900,00
B3XXX-MC-MC opraHuyeckumx KucnoT (CykumHunauetoH) (HPLC-MS/MS Moua Kon no 13
[ Organic Acids (Succinylate)) 4200,00
YacTasa mytauus B reHe BTD (HegocTtaTouHOCTb 6MoTUHMaassl) (BTD KpoBb Kay 0o 13
7040 (Biotinidase Deficiency) Gene, Freq. Mut.) 6900,00
Yactasa mytaumsa B reHe GCDH (rnytapoBas aumgypusi Tvn 1) (GCDH (Glutaryl{ Kposb Kay no 13
7041GCDH CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type 1)) 5500,00
MonHei aHanma reHa GCDH (rnytaposas aumagypus Tvn 1) (GCDH (Glutaryl-  |Kposb Kay no 23
7042 CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1)) 37600,00
Yactasa mytaumsa B reHe HADHA (HegoctaTtouHOCTb ANMHHOLIENOoYeYHo! 3- KpoBb Kay no 13
7048 rugpokcvaumn-KoA-gernaporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain 3- 5900,00
Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency))
YacTas myTtauus B reHe ACADM (He[ocTaToYHOCTb CpeAHEeLIeNnoYeyYHOM KpoBb Kay no 13
7052 gervgporeHasbl xupHblix kucrnot MCAD) (ACADM Gene, Freq. Mut. (Medium- 5900,00
Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency))
MonHbii aHamus reHa OTC (HeQOCTaTOYMHOCTb OPHUTUHTPaHCKapbamunasbl) KpoBb Kau no 23
7055 (OTC Gene (Ornithine Transcarbamylase (OTC) Deficiency)) 34900,00
Yactble mytauum B reHe FAH (TvposuHemus tun |) (FAH Gene, Freq. Mut. KpoBb Kay po 13
7056 (Tyrosinemia, Type 1)) 10900,00
7057 MonHbivi aHanua reHa FAH (TuposuHemus tin 1) (FAH Gene (Tyrosinemia, Kposb Kay [o 23 45200,00
7058 YactuyHbin aHanua reda ASS (umntpynnnHemus) (ASS Gene, Freq. Mut. Kposb Kay fo 13 10500,00

26. UCCJIELOBAHUE KAYECTBA BOJbl U NMOYBbI (Investigation of Water and Soil

26.1. BeicokoTexHonornyHsle uccnegosanus sogsbl (High Tech Investigations of

*[lns TecTOB, NOMEY€eHHbIX *, Heobxoauma npobonogroroska (HBOLMO).

26.2. CKpuHMHroBble uccnegoBaHua Bogbl (Screening Investigations of Water)

*[lns TecTOB, NOMEY€eHHbIX *, Heobxoauma npobonogroroska (HBOLMO).

26.3. BbicokoTexHonornyHbie nccnegoBaHus noyssl (High Tech Investigations of




*[nA TecToB, NOMeYEHHbIX *, Heobxoauma npob6onoaroroska (HMOY).

27. KOMMIEKCHBIE NPOrPAMMbI OECNEQOBAHWUU (Mpodwmnu) (Profiles)

27.1. Onsa peten (For children)

OueHka MMMYHHOro oTBeTa K AeTckum nHdekumam (Pediatric Infections: CbiBopoTKa no7
OBC47 Immune Response) KpoBw 5700,00
3popoBebin pebeHok: ansa geteit ot 0 go 14 net (Healthy Child: for Children KanunnsipHas 1
OBC89 from O to 14 Years) KpoBb; KpoBb; 900,00
MepBryHOE nabopaTtopHoe obcnenoBaHWe AeTel Npyu NOA03PEHUN Ha KanunnspHas 1
0BC159 pasBuTHE OCMOXHEHWI nocne nHgekuum COVID-19 KpoBb; KpoBb; 3500,00
27.2. Onsa xeHwwuH (For women)
*[ns TeCTOB, NOMe4Y€eHHbIX *, HeobxoamMma npo6onoarotoBka (KXLL).
** UccnepgoBaHue Ne YPO-311C BbinonHsieTcsi B KoMmnnekce ¢ uccnegosaHusamm Ne 2019,
Ne CEPT2019, Ne PUT'T1IA2019. UccnepoBaHue N2 YPO-311C Henb3s 3aka3aTb OTAeNbHO!
[Mporpamma ckpuHuHra paka Luenku MmaTkm — onpegenenve JHK BMY n Cockob no7
2019 uuTonoruyeckoe uccnefoBaHe cockoba Lenkn MaTku U LiepBuKansHOro 2600,00
KaHana MeToaoM XWAKOCTHOW LuTonornum®
VIP-o6cnenosanve ans xeHwuH (VIP-Survey for Women KanunnspHas no 4
0BC95 ( y ) oot Koone: 16800,00
>KeHckuin ropmMoHanbHbIN NPOdnIb: AUCHYHKLNSE AUYHUKOB, HapYLLEHUSE CbiBopoTKa no5
OBC80 MeHcTpyanbHoro uukna (Female Hormonal Profile: Ovarian Dysfunction, KpoBwm 4600,00
YKeHckuin ropMoHanbHbIN NPOdUnb: AUCHYHKLUS AVUYHUKOB, HAPYLLEHUS Mnasma nob5
OBCBONEW MEHCTPYarnbHOro LuKknia KpOBM; 6200,00
OBC70 OHkopucK xeHckui: werika matkm (Women's Oncorisk: Cervix ) Cockob no5 2300,00
OBC81 [Mpobnembl HEBbIHALLMBaHUSA: ayTOMMMYHHbIN Nnpodunb (Miscarriage: Mnasma no4 4800,00
OBbC82 OueHka aHgporeHHoro craTyca (Assessment of Androgen Status) CbIBOpoOTKa no5 1950,00
MnaHvpoBaHve 6epeMeHHOCTU: ANarHoCTVKa yporeHUTanbHbIX MHAeKLuin Acuutnyecka no4
(Pregnancy Planning: Diagnosis of Urogenital Tract Infection (UTI)) 1 KMOKOCTb;
How;
Copaepxunmoe
norocTu
MaTKu;
0BC88 Cockob; 3250,00
CycTaBHas
XWUOKOCTb;
TpaHccygarT;
Skceypar;
OsKynsT;
Otpensiemoe
paHbl;
Xo4y cTaTb MaMo: KOMMSIEKCHOe obcnefoBaHme Npu NaHMpoBaHWN KanunnsipHas no4
OBC83 6epemenHHocTn (Want to Become a Mother: Pregnancy Planning, KpoBb; KpoBb; 9400,00
BepemenHocTb: Il TpumecTp (14-28 Hegenu) (Pregnancy: Second Trimester KanunnspHas 1
OBC86 (14-28 Weeks)) KpoBb; KpoBb; 750,00
BepemenHocTb: lIl TpumecTp (o1 29-30 Hegenb) (Pregnancy: Third Trimester  |CbiBopoTka no 2
OBC87 (29-30 Weeks) ) KpoBM; 4500,00
MoaroToBka k 6epeMeHHOCTU: 6a30BbI Acuutndecka no 9
51 KMOKOCTb;
"How;
KanunnspHas
KpoBb; KpoBb;
Jnkeop;
Ma3sok;
OaKynaT;
OBC121 Conepxumoe 10550,00
nosiocTu
MaTKu;
Cockob;
CycraBHas
KMOKOCTb;
CbiBOpOTKa
KpoBY;
OBC122 MoaroTtoBka k 6EpEMEHHOCTI: OLieHKa BUTaMUHHOIO cTaTtyca Nnasma 0o 3 4000,00
OBC123 MopgrotoBka kK 6epeMeHHOCTM: CKPbITLIN AehrLNT XKenesa CbIBOpOTKa no 2 1650,00
CMNKA1 JlabopaTopHasi guarHocTvka runepaHgporeHemMmmm lNnasma 0o 3 3050,00
ClKA2 OueHka ropMoHanbHOro cratyca npy HapyLLIEHU MEHCTPYarnbHOro LMKna CblBOpOTKa no5 2400,00
Bupyc nanunnomel YenoBeka BbICOKOrO OHKOFeHHOrO pycka, CKPUHUHE 14 Cockob no 2
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
YPO-311C onpenenexne JHK B cockobe anuTenmanbHbIX KNETOK yporeHUTanbsHoro 1100,00
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
OBC175 "opmoHanbHoe obcnefoBaHne As1 XKEHLLMH B NEpUo MeHonay3asnbHOro Mna3wva 0o 2 2600,00
OBC187 YXKeHckuin ropmoHanbHbIV Npounb: HapyLEeHNst MEHCTPYasibHOro LMKNa, CblBOpOTKa [o 2 2700,00




BepemeHnHocTb: 1-11 TpumecTp (1-13 Hegenu) unu 1- BU3UT KanunnspHas no3
OBC85NEW kpoBb: KpoBb: 6400,00
KomnnekcHoe nccnepnosaHve abopTvBHOrO Matepwuana, ckpuHuHr (Study of AHarnbHas po 10
OBC193 miscarriage tissues, screening) TpeLmnHa; 12700,00
Acnvpar;
KomnnekcHoe uccrnenoBaHve abopTUBHOIO MaTepuarna, pacluMpeHHoe AHanbHas no 14
OBC194 (Comprehensive study of miscarriage tissues) TpeLLmHa; 25500,00
Acnupar;
OBC208 MoaroToBka k NporpammamM BcroMoraTernbHbIX PenpoayKTUBHbBIX TexHororid | KanunnapHas no5 900,00
(BPT), Bkrtovasa SKO: komnnekc Ne 1 (Preparation for IVF programs) KpoBb; KpoBb; '
27.3. Onsa myx4uH (For men)
VIP-o6cnenoBanmne ans myx4uH (VIP-Survey for Men KanunnspHas 04
OBC9%6 A A ¥ ( Y ) KpOBb; Kgoab; A 15300,00
OBC69 OHKOPUCK MYXCKOW: NpeacTaTtenbHas xenesa (Male oncologic risk: prostate) |CeiBopoTka |Kon 1 1100,00
OBC171 ["MNOroHaan3m y My>4uH Mnasma no 2 3800,00
OBC183 KomnnekcHoe ropmoHanbHoe obcnegoBaHue Ans My>KYuH Nnasma no 2 3500,00
OBC201 CekcyanbHas AMcyHKLMSA Y Myx4dmH. MNepBuyHoe nabopaTtopHoe Nnasma no 2 2300,00
27.4. ExxerogHble npocdmnaktuyeckue obcnegoBaHus (Annual preventive
MHBUO®IIOP - koMnnekcHoe uccrneaoBaHme Mykpodnopbl yporeHutansHoro | Cockob Kau., no3
3020 TpakTa (INBIOFLOR - Comprehensive Study of Microflora Composition of Monykon. 3700,00
ExxerogHoe npodumnaktuueckoe obcnenosanuve (nocne 40 net) (Annual Check-|KanunnsipHas 1
OBC46 Up after 40 Years of Age) KpoBb; KpoBb; 5700,00
OBC73 Broxvmus kpoBu: paclumpeHHbI npodunb (Serum Biochemistry: Extended Mna3ma no 3 3300,00
OBC74 Broxumusa Kposu: MuHUManbHbIN Npodune (Serum Biochemistry: Minimum) Mnasma 0o 3 2550,00
300poB Thl — 340poOBa CTpaHa: exerofgHoe npodunaktTnieckoe obecrnenosanve |KanunnapHas 1
OBC79 (no 40 net) (Healthy You - Healthy Country: Annual Check-Up up to 40 Years |kpoBb; KpoBb; 3300,00
OBC154 Broxvmus kposu: 6a3oBbivi npodunb Mnasma 1 1500,00
OBC155 ExxerogHas npodunakTvika: MUHUManbHbI CKPUHWHT Mnasma 1 1100,00
OBC164 BuramuH D 1 muHepanbHbivi oomeH (MepekpecTok) CbIBOpoTKa 1 2500,00
MpaBunbHoe nutaHue (MepekpecTok) KanunnsipHas 1
OBC165 kpoBb; Kpo: 2500,00
BeretapuaHubl (MepekpecTtok KanunnspHas 03
OBC166 puarubi (Tlepekp ) KpOBb; K;F))oab; A 2500,00
OBC167 Mwuikpo 1 makpoanemeHThl (MepekpecTok) KpoBb; no 8 1800,00
BeraHb! (IMepekpecTtok) KanunnsipHas 1
OBC168 kpoBb; Kpo: 3900,00
OBC169 OueHka BUTamuHHoro ctaTyca (MepekpecTok) CblBOpOTKa no5 8200,00
OBC184 BeccoHHuua nasma 0o 6 4950,00
CTtpecc KanunnsipHas 0o 6
OBC196 KpOBb: KpoBb: 7200,00
InddepeHumansHasa auarHocTrka genpeccum KanunnsapHas 1
OBC199 kpoBb: KpoB: 5900,00
[nsa Tex, kTo MHoro pa6oTaeT (For those who work hard) KanunnspHas no 2
OBC206 KpOBb: KpoBb: 5900,00
27.5. CnopTtuBHble npocunu (Sport Profiles)
Supersport ba3oBbliii KanunnsipHas no 2
CMNOPT1 kpoBb: KpoB: 2700,00
Supersport OnTumanbHbIN KanunnspHas no4
CMNOoPT2 KpOBb: KpoBb: 5450,00
Supersport MpoaBuHyTbI KanunnspHas no4
CMNoPT3 kpoBb: KpoBb: 11500,00
SuperSport — MuHuManbHbIn KanunnspHas no 3
OBC160 KpOBb: KpoBb: 2500,00
27.6. O6cnegoBaHue gomaluHero nepcoHana (Checkup of household staff)
27.7. OueHka pucka pasBuTUA 3aboneBaHun cepaeyHO-COCyAUCTON CUCTEMbI
(Cardiovascular disease risk assessment)
MpodunakTuka 3abonesannii cepala 1 cocyooB n nx ocrioxHeHun (Preventing |Mnasma 1
OBC51 HZai)and Blood Vessel Diseaseg) ” ( S KpoBY; 3500,00
OBC53 JlunnaHen npoduns: paclumpenHbin (Lipid Profile: Extended ) CblBOpOTKa no 3 3500,00
OBC54 JlvnnaHen npoduns: ckpuHmHr (Lipid Profile: Screening) CblBOpOTKa 1 950,00
OBC127 JlvnuaHen Nnpodunb: pacluvpeHrHbin He HaTowak (Lipid Profile: Extended ) CblBOpOTKa no 3 3600,00
OBbC128 JlvnuaHeIn Npodunb: cKpUHWHE He HaToLak (Lipid Profile: Screening) CblBOpOTKa no 3 1200,00
Kapamopuck, CKpUHUHI-NEW - C BKIMKOYEHUEM BbICOKOYYBCTBUTEILHOTO Mnasma no3
OBC173 TponoHuHa n HaTtpuypeTuyieckoro ropmoHa (B-tuna) N-koHueBoro KpoBM; 4950,00
nponentuaa (Cardiovascular risk screening panel including hs-Troponin and NT{CeiBopoTka
1680 XonectepvH He-JIMNMBI1 HaTowak CbIBOpoTKa 1 650,00




1682 XonectepuwH He-JIMBI He HaToLlak CbIBOpoOTKa 1 700,00
1675 PeMHaHTHbIV X0necTepuH HaToLaK CbIBOpOTKa 1 1200,00
1685 PeMHaHTHbIV XOrecTepuH He HaToLLaK CbIBOpOTKa 1 1200,00
OBC200 JIunuaHein npodune: 3gopoBoe cepaue CbIBOpoOTKa 0o 2 1200,00
27.8. OmnarHocTtuka aHTudocdonunuaHoro cuHapoma (Diagnosis of antiphospholipid
syndrome (APS))
AHTudochonmnugHsin cuHgpom (APC), nabopaTopHble Kputepumn Mnasva no 8
OBC55 (Antiphospholipid Syndrome, APS) KpoBM; 3950,00
27.9. lnarHocTuKa COCTOSIHUSA Xenyao4Ho-kuweyHoro Tpakrta (Diagnosis of
gastrointestinal tract (Gl Tract))
[unarHocTuka uenvakum: HenepeHocMmocTb Bernka 3nakoB (rnoTeHa) (Coeliac | CbiBopoTka po 10
OBC62 Disease: Gluten Intolerance ) KpOBM 5850,00
[actponaHenb (GastroPanel) Mna3va Kon., no 12
FACTP KpoBM OnucarensH 4300,00
bIi hopmart
27.10. OueHka cyHkuum nevyeHun (Assessment of liver function)
OBC56 O6cnegoBaHue neyeHu: paclumperHoe (Survey of Liver: Extended ) Nnasma 0o 3 3400,00
OBC57 Ob6cnenoBaHvie neyeHn: CKpuHUH (Survey of Liver: Screening) CbIBOpOTKa 1 1250,00
OBC59 CKPUHWHI @yTOMMMYHHOro nopaxeHus nedexn (Autoimmune Liver Disease: CbIBOpOTKa no 10 5900,00
OBC59NEW | CKpUHWHI ayTOMMMYHHOTO MOpaXeHUsi neYeHm CblBOpOTKa no 10 7950,00
OBC176 CKPVHWHI @ayTOMMMYHHOTO NMOPaXKEHWS NeYEHN — PaCLLUMPEHHbIN CblBOpOTKa no 13 12600,00
OBC186 AyTOMMMYHHbIN renatut Tvna 1 (AUM-1; ayTouMMyHHbIN renatut B3pocnbix), | CbiBopoTKa 0o 9 3800,00
27.11. HenHBa3uBHas oueHka pubposa neveHun (Non-invasive Assessment of Liver
CreaToCkpuH (SteatoScreen) CbiBopoTka  |Kon., no 4
1CTC KpOBHU OnwucaTenbH 5900,00
bl hopmaTt
®dubpoTecT (FibroTest) CobiBopoTka |Kon., no4
30T KpoBw OnucaTenbH 10500,00
bIi hopmart
PT-P ®unbpoTecT (FibroTest) ChbIBOpOTKa no 4 9900,00
AHOT NASH-FibroTest CbiBopotka |MpukpenneH| po4 6300.00
KpoBu HbIVi 6naHk 1 !
NASH-FibroTest (pacyeTHbil) CoiBopotka |MpukpenneH| po4
HOT-P KpoBY HbIl BraHK 15500,00
27.12. OueHka cpyHKUnm noyek (Assessment of renal function)
OBC61 O6cnepoBaHve noyek: ckpuHuHr (Survey of Kidneys: Screening) Movua; no 2 1250,00
O6cnenoaHue noyek: paclumpenHoe (Survey of Kidneys: Extended ) CbiBOpoTKa no 3
OBC60 . 2700,00
KpOBM;
OBC192 [unabeTtuyeckas HedhponaTus: eXerogqHoe MMHMManbHoe obcrneaoBaHve KpoBb; Moua; no 3 1850,00
OBC195 [unabeTtuyeckas HedponaTus: pacLLUMPEHHbI KpoBb; Moua; no 3 4900,00
27.13. NocnutanbHble uccnegosaHus (Hospital Examination)
[ocnuTanusaums B TepaneBTUYeCKUii cTaumoHap (Hospitalization in KanunnsipHas no 2
OBC77 Therapeutic Hospital) KpoBb; KpoBb; 4650,00
["ocnutanusaums B xmpyprudeckun ctaumoHap (Hospitalization in Surgical KanunnspHas no3
OBC78 Hospital) KpoBb; KpoBb; 6300,00
"ocnutanusauusa B xvpyprudeckuin ctaumoHap: paclumpeHnHoe obeneposanve |Karm; no7
(Hospitalization in Surgical Hospital: Extended Survey) KanunnspHas
KpoBb; KpoBb;
0BC106 Masok; Moua; 8450,00
OTpensiemoe
Hoca;
OTpensiemoe
OBC189 [MapTHepckue poapl CblBOpOTKa [o 6 2800,00




MnaHoBasi rocnuTanu3aumsi B akyLlepckoe otaeneHve AcupnTnyecka oo 4
S KMOKOCTb;
Howm;
KanunnsapHas
KpoBb; KpoBb;
Jlnkeop;
Masok;
Copepxummoe
OBC197 - 6400,00
marTku;
CycraBHas
XKWOKOCTb;
CbiBopoTKa
KpoBY;
TpaHceypar;
Okccyaar;
locnuTanusaums B OTAENeHne rMHeKonormm AcunTnyecka no7
1 )XUAKOCTb;
Howm;
KanunnsipHas
KpOBb;
CbiBOpoTKa
KpoBM;
TpaHceypar;
OBC198 Skceypar; 7600,00
OaKynaT;
CekpeT
npocTarsl;
Copaepxummoe
abcuecca;
Copaepxunmoe
uHdUnbTpaTa
27.14. AnarHocTuka 3aboneBaHun coegnHuTenbHon TkaHu (Diagnosis of connective
tissue diseases (disorders of connective tissue))
OBC63 Bonu B cycTaBax: paclumpeHHoe obcnegosanue (Joint Pain: Extended Survey) |Moua; 0o 6 7750,00
ApTputbl Npy peBmaTu4eckmx 3abonesanHusix (Rheumatic arthritises) KanunnsipHas no 3
OBbC64 kpoBb: KpoBb: 2200,00
OBC64MOD |Bbonu B cyctaBax: ckpuHuHr (Arthralgia: screening test) CbIBOpOTKa no 10 5400,00
OBC120 Moparpa Moua; no 2 1450,00
PeemaTongrbii aptput (Rheumatoid arthritis). KanunnapHas no 2
OBC125 kpoBb; Kpos: 3700,00
BonesHb BunbcoHa-KoHoBanoga, 6uoxumudeckue tectol (Wilson-Konovalov | KanunnsipHas no 8
OBC170 disease, biochemical tests) KpoBb; KpoBb; 2400,00
27.15. AnarHocTuka caxapHoro aua6eta (Diagnosis of diabetes)
OBCE5 KoHTponb anabeTta: pacwumpenHbiv (Diabetes Control: Extended) ﬁzc;zl:/;aMoqa, no3 3900,00
KoHTponb anabeTa: paclumpeHHbIii KanunnspHas no 3
OBCB5NEW kpOBb: KpoBb: 4100,00
OBCE6 KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) ﬁzc;z:a 1 750,00
OBC67 [unabet: aytoummyHHble Mapkepsbl (Diabetes: Autoimmune Markers) CblBOpOTKa fo 13 3900,00
27.16. lnarHocTMKa M KOHTpOIb Tepanuu octeornopo3a (Diagnosis and monitoring
therapy for osteoporosis)
OBC71 [unarHocTuka octeonoposa (Diagnosis of Osteoporosis) Movua; 8o 3 3200,00
OueHka meTabonuama KOCTHOM TKaHW M pycka OCTeomnoposa: pacluMpeHHoe KanunnapHas oo 4
OBC124 ob6cnenosanue (Metabolic bone and osteoporosis risk evaluation: KpoBb; KpoBb; 6300,00
comprehensive examination). Mnasva
27.17. OueHka pyHKUMM WwmToBMUaHOWM xene3bl (Assessment of thyroid function)
OBC75 LL{nToBnaHas xenesa: pacwmpeHHoe obcnegosanue (Thyroid Gland: Extended | CbiBopoTka 1 2150,00
OBC76 LL{nToBnaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) CblBOpOTKa 1 1250,00
OBC207 LLinToBnaHas xenesa: muHumanbHbin (Thyroid Gland: Minimal Profile) CblBOpOTKa no 2 1250,00
27.18. UHdpekumun, nepegaBaemMble nonoBbiM NyTéM (Sexually transmitted infections
OBC90 BWY, cudwmnme, renatutel B n C (HIV, Syphilis, Hepatitis B, C) CblBOpOTKa no 2 1900,00
MccneposaHne komnnekcHoe «Cekc B 6onbLuom ropoge: 6 nHdekumn (aHanms | CbiBopoTka no 6
OBCot kpoBu)» (Comprehensive Study «Sex in City: 6 Infections (Blood Test)») KpoBw 3900,00




WccneposaHuve komnnekcHoe «Cekc B 6onbluom ropoge: 14 uHdekumii + Acuutndecka no4
masok Ha Mukpodpriopy» (Comprehensive Study «Sex in City: 14 Infections +  |a xxuakocTb;
Smear on Flora») "Hon; Jlnkeop;
Cockob;
CycraBHas
KWOKOCTb;
CbiBopoTKa
OBC92 KpoBsu; 5500,00
TpaHceygar;
Okceypart;
SaKynaT;
OTtpensiemoe
POTOrNOTKY;
MneBpanbHasi
XKMOKOCTb;
MccneposaHue komnnekcHoe «Cekc B 6onbluom ropoge: 12 uHdpekumin + KBM | Cockob no 2
OBC105 (yporeHuTanbHbI cockob)» (Comprehensive Study «Sex in City: 12 Infections 3750,00
(Urogenital Scraping)»)
MccneposaHue komnnekcHoe «Cekc B 6onbluom ropoge: 8 nHdekumin + Mmasok | Acumtuydecka no4
Ha Mukpodnopy» (Comprehensive Study «Sex in City: 8 Infections + Smear on |a xugkocTb;
Flora») "How; IvkBop;
Mas3ok;
OTtpensiemoe
Hoca;
OTtpnensiemoe
OBC93 HOCOITOTKY; 3400,00
TpaHceypar;
Skceypar;
OsaKynsT;
Copepxummoe
abcuecca;
Copepxvmoe
WHpunbTpaTa
BeisiBnexve Bo3byautenen UMMM (4 + KBM): onpeaenenve HK Chlamydia |Cocko6 Kay no3
trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma
3025 genitalium, IHK yenoseka (ldentification of Sexually Transmitted Infections 1800,00
(STI) Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA,
Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )
3312 MuHuManbHoe obcnenoBaHve Ha HAeKLn Cockob no 3 950,00
3313 ExxerogHoe obcnenoBaHve Ha UHpekLmm Cockob no 3 2050,00
27.19. Npo6nembl Beca (Weight Problems)
OBCY4 Mpobnembl Beca (nepBMqﬂoe chneno§aH@e 30,0pOBbS NALMEHTOB C KpoBb; no7 3650,00
HapyLwweHusamm Beca) (Weight Problems: Primary Survey) Mna3ma
Mpobnembl Beca (nepBu4Hoe obcrnefoBaHe NaUMEHTOB C HapyLleHeM Beca) | KanunnsipHasi no 2
OBC94NEW . . 4100,00
KpoBb; KpoBb;
OBC107 Mepen aveToii: MuHMMansHoe obcnenosaHue (Survey Before Diet: Minimum ) ﬁpoab, no 2 2150,00
nasma
Mepepn aveToit: gononHuTensHoe obcneaosanne (Survey Before Diet: KanunnsapHas 0o 2
0BC108 Addpitional ) ( g KpOBb; K[F:OBI:; 4500,00
OBC116 MopgroTtoBka k avete npodunb basoBbil Mnasma no 6 4200,00
MoaroTtoBka K Avete Nnpodunb PaclumpeHHbIn KanunnspHas no 6
OBC117 kpoBb: KpoB: 7900,00
Komnnekc nccnegosanuii "Mpobnembl Beca: MeTabonnyeckuii CUHAPOM MNna3sma Kon 1
(CKkpVHUHrOBOE MEpPBMYHOE BbisiBNeHne ) " BkniovaeT nabopaTopHble KpoBY;
1ccrnefoBaHus: TpUrnuuepuabl, XxonectepuH obLwmii, xonectepun JIMNBIT, CbiBopoTKa
MC xonectepuH JTNHI, rrtokosa; ycnyru no yHKUMOHaNbLHOM AUarHoCcTuKe n KpOBWU 1500,00
aHTPOMNOMETPUM: U3MEPEHVE apTepuanbHOro AaBMNEHUS, UBMEPEHME
okpyxHocTu Tanum (Weight Problems: Metabolic Syndrome (Primary
Idantificatinn _craanina)
27.20. Auertol (Diets)
OBC112(HCK) |BeretapuaHubl CbIBOpoTKa no 2 3600,00
[MuTanure, uckniovaroLlee KpacHoe Msico KanunnsipHas no 2
OBC113(HCK) KpOBb: KpoBb: 1400,00
OBC114 BenkoBas aueta Moua; 0o 3 3900,00
Mpocunb BeraHbl « MyHMManbHbIy HCK KanunnspHas no8
OBC129(HCK) kpoBb: KpoBb: 5400,00
Mpocunb BeraHbl «ba3oBbI» KanunnsipHas no 8
OBC130(HCK) KpOBb: KpoBb: 6650,00
OBCA31(HCK) Mpodunb BeraHbl «PaclunmpeHHbIn» KanunnspHas 0o 8 13300,00

KpoBb; KpoBb;

27.21. 3aboneBaHUA BepXxHUX AbixaTenbHbix nyten (Upper respiratory tract infection




OP3, OPBW (Hacmopk, kawenb, 6onb B ropne) (Acute Respiratory Infections, |KanunnspHas no7
ARI: Runny Nose, Cough, Sore Throat) KpoBb; KpoBb;
OBCY97 CbiBopoTka 7800,00
KpOBM;
Masok;
KoHTponbHoe uccnefosaHue nocre nepeHeceHHon OCTPON pecnmpaTopHoO KanunnapHas no 2
OBC158 BUPYCHOW UHpeKumn KpoBb; KpoBb; 2200,00
O6cnepoBaHue nepeq BakumHauven npotus COVID-19 KanunnspHas no 3
OBC163 KpOBb: KpoBb: 3200,00
27.22. Anneprus (Allergy)
OBC98 AnNneprusa Ha XuBOTHbIX, Nbinb, NneceHb (Allergy to Animals, Dust, Mold) CbIBOpOTKa 8o 3 5500,00
OBC99 Anneprusa Ha nuweble npoaykTbl (Food Allergy) CbIBOpOTKa no 3 7500,00
OBC100 Anneprusa Ha nneceHb (Mold Allergy) CbIBOpOTKa 8o 3 2600,00
OBC101 Anneprusa Ha pactenus (Plant Allergy ) CbIBOpOTKa 0o 3 4400,00
27.23. l'emaTonornyeckue uccnegosaHusa (Hematological Examination)
"emocTasuorpamma (koarynorpamma), ckpuHuHr (Coagulation, Mna3ma Kon no 2
OBC103 Gemostaziogram, Screening) KpOBM 1100,00
OBCES OwnarHoctuka aHemun (Diagnosis of Anemia) KanunnsipHas no 3 3650.00
KpoBb; KpoBb; '
YKenesogeduumTHaa aHeMUS: AMarHOCTUKA N KOHTPOSb 3hPeKTUBHOCTH KanunnspHas no3
OBC185 neveHus KpoBb; KpoBb; 2600,00
KoHTponb adhdekTMBHOCTM fiedeHus xene3oneduumTHON aHeMum KanunnsapHas no 3
OBC191 npenapaTamu xenesa, MUHUMasbHbI KpoBb; KpoBb; 1700,00
27.24. Kpacota koxwu, Bornioc u Horteu (Beauty of skin, hair and nails)
OBC118 Kpacota 3goposou koxu (Healthy skin beauty) ChbIBOpOTKa no 2 2500,00
OBC119 CunbHble BONockl, Kpenkue HorTu, 6apxaTHas koxa (Strong hair and nails, CblBOpOTKa no 8 4500,00
27.25. BupycHbie nHdekuumm (Viral infections)
27.26. NapasuTapHblie nHdpekumm (Parasitic infections)
27.27. OueHka cBepTbiBatoLwen cuctemsl KpoBu (Assessment of Coagulation System)
Mepen HasHa4YeHMeM aHTUKOArynsHToB Kanunnsapxas |Kon fno 2
OBC174 kpOBb: KpoBb: 2400,00
27.28. COVID-19
IwnarHocTuka nocTkoBuaHoro cuHapoma (Diagnosis of Post-COVID-19 KanunnsapHas no 3
OBC172 syndrome) KpoBb; KpoBb; 3950,00
KomnnekcHoe nabopaTtopHoe obcnenoBanue nocne nepeHeceHHoro COVID-  |KanunnsipHasi no 3
19. AlnarHocTrka NoCTKOBUAHOTO cuHapoma (6e3 onpeaenenus IgG aHTUTen Kk |KpoBb; KpoBb;
OBC177  laypycy SARS-CoV-2) (Diagnostics of post-COVID-19 syndrome (without IgG | Mnasma 3900,00
antibodies to SARS-CoV-2) KpoBw;
Insa nepe6oneswnx COVID-19. OueHka kapanopucka (For recovered from KanunnsapHas no 3
OBC178 COVID-19. Heart risk assessment) KpoBb; KpoBb; 3100,00
OBC179 Onsa nepe6oneswinx COVID-19. O6cnenosanue dyHKLUUM nevenu (For KanunnspHas no 2 2900.00
recovered from COVID-19. Liver function tests) KpoBb; KpoBb; '
OBC180 [nsa nepe6oneswnx COVID-19. O6cnegosanue dyHKLUmmM noyek (For KanunnsipHas no3 2200.00
recovered from COVID-19. Kidney function tests) KpoBb; KpoBb; ’
OBC181 [nsa nepe6oneswnx COVID-19. ButamuHbl n MuHeparns! (For recovered from |CbiBopoTka no 8 4950.00
COVID-19. Vitamins and minerals) KpoBM '
27.29. JlabopaTopHasa AgvarHocTuka 3aboneBaHun, CONpPOBOXAAKLNXCA CAMNTOMaMM
NaGopaTopHas anarHocTuka 3abonesaHuii, CONPOBOXAALLMXCA cuMmnTomamu |KanunnapHas 02
0BC209 paroprian A poBawAaios P A 5950,00

genpeccun (Laboratory diagnostics of diseases manifested by symptoms of

KpoBb; KpoBb;




